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Howard Hughes Medical Institute
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Type: Tool

Proper Citation

Howard Hughes Medical Institute (RRID:SCR_011281)

Resource Information

URL: http://www.hhmi.org/

Proper Citation: Howard Hughes Medical Institute (RRID:SCR_011281)

Description: Nonprofit medical research organization that ranks as one of the nation's
largest philanthropies for advancing biomedical research and science education in the
United States. Known for its scientific research and modern architecture.

Abbreviations: HHMI

Synonyms: Howard Hughes Medical Institute

Resource Type: institution

Keywords: institution, medical, research, nonprofit, biomedical, USA

Resource Name: Howard Hughes Medical Institute

Resource ID: SCR_011281

Alternate IDs: Wikidata: Q1512226, Crossref funder ID: 100000011, ISNI: 0000 0001
2167 1581, nlx_98347, grid.413575.1

Alternate URLs: https://ror.org/006w34k90

Record Creation Time: 20220129T080303+0000

Record Last Update: 20260808T185948+0000

Ratings and Alerts

No rating or validation information has been found for Howard Hughes Medical Institute.

No alerts have been found for Howard Hughes Medical Institute.

https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/RRID:SCR_011281/resolver
http://www.hhmi.org/


Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 228 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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modulating neurotransmission at single-cell resolution. eLife, 14.
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