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Proper Citation

CIRAD (RRID:SCR_011153)

Resource Information

URL: http://www.cirad.fr/en/

Proper Citation: CIRAD (RRID:SCR_011153)

Description: A French research center working with developing countries to tackle
international agricultural and development issues. They are a public industrial and
commercial enterprise (EPIC) under the joint authority of the Ministry of Higher Education
and Research and the Ministry of Foreign Affairs. CIRAD works with the whole range of
developing countries to generate and pass on new knowledge, support agricultural
development and fuel the debate on the main global issues concerning agriculture. They
are a targeted research organization, and base their operations on development needs,
from field to laboratory and from a local to a global scale. CIRAD''''s activities involve the
life sciences, social sciences and engineering sciences, applied to agriculture, food and
rural territories. They work hand-in-hand with local people and the local environment, on
complex, ever-changing issues: food security, ecological intensification, emerging
diseases, the future of agriculture in developing countries, etc.

Abbreviations: CIRAD

Synonyms: French Agricultural Research Centre for International Development, Centre
de coopération internationale en recherche agronomique pour le dévelopement, Centre de
Cooperation Internationale en Research Agronomique pour le Development

Resource Type: institution

Resource Name: CIRAD

Resource ID: SCR_011153

Alternate IDs: nlx_158285

Record Creation Time: 20220129T080302+0000

Record Last Update: 20260725T190712+0000

https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/RRID:SCR_011153/resolver
http://www.cirad.fr/en/


Ratings and Alerts

No rating or validation information has been found for CIRAD.

No alerts have been found for CIRAD.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 290 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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