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Proper Citation

Aroma.affymetrix (RRID:SCR_010919)

Resource Information

URL: http://aroma-project.org/

Proper Citation: Aroma.affymetrix (RRID:SCR_010919)

Description: An R package for analyzing large Affymetrix data sets.

Abbreviations: Aroma.affymetrix

Resource Type: software resource

Keywords: bio.tools

Resource Name: Aroma.affymetrix

Resource ID: SCR_010919

Alternate IDs: OMICS_00703, biotools:aroma.affymetrix

Alternate URLs: https://bio.tools/aroma.affymetrix

Record Creation Time: 20220129T080301+0000

Record Last Update: 20260801T190418+0000

Ratings and Alerts

No rating or validation information has been found for Aroma.affymetrix.

No alerts have been found for Aroma.affymetrix.

Data and Source Information

Source: SciCrunch Registry

https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/RRID:SCR_010919/resolver
http://aroma-project.org/
https://scicrunch.org/sawg/rin/sources/SCR_005400


Usage and Citation Metrics

We found 34 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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Yang HH, et al. (2022) Modified eQTL and Somatic DNA Segment Alterations in
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Köferle A, et al. (2022) Interrogation of cancer gene dependencies reveals paralog
interactions of autosome and sex chromosome-encoded genes. Cell reports, 39(2),
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Hanna BS, et al. (2021) Interleukin-10 receptor signaling promotes the maintenance of a
PD-1int TCF-1+ CD8+ T cell population that sustains anti-tumor immunity. Immunity,
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Ortiz-Estévez M, et al. (2021) Integrative multi-omics identifies high risk multiple myeloma
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pathways. BMC medical genomics, 14(1), 295.
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Li Z, et al. (2020) Comprehensive identification and characterization of somatic copy
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Del Carmen S, et al. (2020) Prognostic implications of EGFR protein expression in
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survival. Scientific reports, 7, 40177.
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