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Type: Tool

Proper Citation

DIANA-LncBase (RRID:SCR_010840)

Resource Information

URL: http://diana.imis.athena-innovation.gr/DianaTools/index.php?r=IncBase/index

Proper Citation: DIANA-LncBase (RRID:SCR_010840)

Description: Database that hosts elaborated information for both predicted and
experimentally verified, miIRNA-IncCRNA interactions. The database consists of two distinct
modules. The Experimental Module contains detailed information for more than 5,000
interactions, between 2,958 IncRNAs and 120 miRNAs, ranging from miRNA and IncRNA
related facts to information specific to their interaction, the experimental validation
methodologies and their outcomes. The Prediction Module, which is based on the latest
version of DIANA-microT target prediction algorithm (DIANA-microT-CDS), contains
detailed information for more than 10 million interactions, between 56,097 IncRNAs and
3,078 miRNAs, ranging from miRNA and IncRNA related details to specific information
regarding their interaction sites, graphical representation of their binding and the predicted
score. This module exhibits a unique feature for searching the database. Users are able to
add genomic locations to their queries thus browsing every miRNA-IncCRNA interaction that
has at least one MRE located inside the queried locus.

Abbreviations: LncBase
Resource Type: database, data or information resource

Defining Citation: PMID:23193281

Keywords: bio.tools

Resource Name: DIANA-LncBase

Resource ID: SCR_010840

Alternate IDs: biotools:diana-Incbase, OMICS_ 00396

Alternate URLSs: https://bio.tools/diana-Incbase
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Record Creation Time: 20220129T080301+0000

Record Last Update: 20260807T042740+0000

Ratings and Alerts
No rating or validation information has been found for DIANA-LncBase.

No alerts have been found for DIANA-LncBase.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 169 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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