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Proper Citation
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Resource Information

URL: http://www.numpy.org

Proper Citation: NumPy (RRID:SCR_008633)

Description: NumPy is the fundamental package needed for scientific computing with
Python. It contains among other things: * a powerful N-dimensional array object *
sophisticated (broadcasting) functions * tools for integrating C/C and Fortran code * useful
linear algebra, Fourier transform, and random number capabilities. Besides its obvious
scientific uses, NumPy can also be used as an efficient multi-dimensional container of
generic data. Arbitrary data-types can be defined. This allows NumPy to seamlessly and
speedily integrate with a wide variety of databases. Sponsored by ENTHOUGHT

Synonyms: NumPy

Resource Type: software resource

Keywords: FASEB list

Resource Name: NumPy

Resource ID: SCR_008633

Alternate IDs: nif-0000-32013

Record Creation Time: 20220129T080248+0000

Record Last Update: 20260808T185905+0000

Ratings and Alerts
No rating or validation information has been found for NumPy.

No alerts have been found for NumPy.



https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/RRID:SCR_008633/resolver
http://www.numpy.org

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 8363 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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