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Proper Citation

PPDB: Plant Proteomics Database (RRID:SCR_007872)

Resource Information

URL.: http://ppdb.tc.cornell.edu/

Proper Citation: PPDB: Plant Proteomics Database (RRID:SCR_007872)

Description: A Plant Proteome DataBase for Arabidopsis thaliana and maize (Zea mays).
The PPDB stores experimental data from in-house proteome and mass spectrometry
analysis, curated information about protein function, protein properties and subcellular
localization. Importantly, proteins are particularly curated for possible (intra) plastid
location and their plastid function. Protein accessions identified in published Arabidopsis
(and other Brassicacea) proteomics papers are cross-referenced to rapidly determine
previous experimental identification by mass spectrometry. All protein-encoding gene
models in the Arabidopsis nuclear and organellar genomes, as assembled by TAIR, as
well as all maize EST assemblies (ZmGl) as assembled by DFCI Maize Gene Index
project. These are all uploaded in PPDB and are linked to each other via a BLAST
alignment. Thus every predicted protein in both species can be searched for experimental
and other information (even if not experimentally identified).

Abbreviations: PPDB

Synonyms: Plant Proteomics Database

Resource Type: data or information resource, database
Keywords: FASEB list

Resource Name: PPDB: Plant Proteomics Database
Resource ID: SCR_007872

Record Creation Time: 20220129T080244+0000

Record Last Update: 20260729T044214+0000

Ratings and Alerts


https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/RRID:SCR_007872/resolver
http://ppdb.tc.cornell.edu/

No rating or validation information has been found for PPDB: Plant Proteomics Database.

No alerts have been found for PPDB: Plant Proteomics Database.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 68 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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