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Proper Citation

BciPep (RRID:SCR_007559)

Resource Information

URL: http://bioinformatics.uams.edu/mirror/bcipep/

Proper Citation: BciPep (RRID:SCR_007559)

Description: Bcipep is collection of the peptides having the role in humoral immunity. The
peptides in the database have varying measure of immunogenicity. This database can
assist in the development of methods for predicting B cell epitopes, designing synthetic
vaccines, and in disease diagnosis. These peptides lead to the generation of antibodies
which combine with antigens and are responsible for the host defense, and can be very
useful for subunit vaccine designing. The database has 3031 peptide entries. For each
peptide, the user can find a plethora of information, including entry number, peptide
sequence, pathogen group, protein source, antigen structure, antibody, etc.

Synonyms: BciPep

Resource Type: database, data or information resource

Keywords: antibody, antigen, antigen structure, b cell, b cell epitope, b cell receptor, bcr,
humoral immunity, ig, vaccine

Resource Name: BciPep

Resource ID: SCR_007559

Alternate IDs: nif-0000-02597

Record Creation Time: 20220129T080242+0000

Record Last Update: 20260725T191147+0000

Ratings and Alerts

No rating or validation information has been found for BciPep.

https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/RRID:SCR_007559/resolver
http://bioinformatics.uams.edu/mirror/bcipep/


No alerts have been found for BciPep.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 15 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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