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Proper Citation

CardioGenomics (RRID:SCR_007248)

Resource Information

URL:
http://cardiogenomica.altervista.org/CARDIOGENOMICS/CardioGenomics%20Homepage.htn

-

Proper Citation: CardioGenomics (RRID:SCR_007248)

Description: The primary goal of the CardioGenomics PGA is to begin to link genes to
structure, function, dysfunction and structural abnormalities of the cardiovascular system
caused by clinically relevant genetic and environmental stimuli. The principal biological
theme to be pursued is how the transcriptional network of the cardiovascular system
responds to genetic and environmental stresses to maintain normal function and structure,
and how this network is altered in disease. This PGA will generate a high quality,
comprehensive data set for the functional genomics of structural and functional adaptation
of the cardiovascular system by integrating expression data from animal models and
human tissue samples, mutation screening of candidate genes in patients, and DNA
polymorphisms in a well characterized general population. Such a data set will serve as a
benchmark for future basic, clinical, and pharmacogenomic studies. Training and
education are also a key focus of the CardioGenomics PGA. In addition to ongoing journal
clubs and seminars, the PGA will be sponsoring symposia at major conferences, and
developing workshops related to the areas of focus of this PGA. Information regarding
upcoming events can be found in the Events section of this site, and information about
training and education opportunities sponsored by CardioGenomics can be found on the
Teaching and Education page. The CardioGenomics project came to a close in 2005. This
server, cardiogenomics.med.harvard.edu, remains online in order to continue to distribute
data that was generated by investigators under the auspices of the CardioGenomics
Program for Genomic Applications (PGA). :Sponsors: This resource is supported by The
National Heart, Lung and Blood Institute (NHLBI) of the NIH., THIS RESOURCE IS NO
LONGER IN SERVICE. Documented on September 16,2025.

Abbreviations: CardioGenomics

Synonyms: The CardioGenomics Project
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Resource Type: data or information resource, topical portal, portal

Keywords: genomics, clinical, genetic, environmental, stimulus, cardiovascular, disease,
data, expression, gene, dna, polymorphism, population, pharmacogenomic, training,
education

Availability: THIS RESOURCE IS NO LONGER IN SERVICE
Resource Name: CardioGenomics

Resource ID: SCR_007248

Alternate IDs: nif-0000-30296

Old URLs: http://www.cardiogenomics.org

Record Creation Time: 20220129T080240+0000

Record Last Update: 20260729T044155+0000

Ratings and Alerts
No rating or validation information has been found for CardioGenomics.

No alerts have been found for CardioGenomics.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 6 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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