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Ribosomal Database Project

RRID:SCR_006633
Type: Tool

Proper Citation

Ribosomal Database Project (RRID:SCR_006633)

Resource Information

URL: http://rdp.cme.msu.edu

Proper Citation: Ribosomal Database Project (RRID:SCR_006633)

Description: A database which provides ribosome related data services to the scientific
community, including online data analysis, rRNA derived phylogenetic trees, and aligned
and annotated rRNA sequences. It specifically contains information on quality-controlled,
aligned and annotated bacterial and archaean 16S rRNA sequences, fungal 28S rRNA
seguences, and a suite of analysis tools for the scientific community. Most of the RDP
tools are now available as open source packages for users to incorporate in their local
workflow.

Abbreviations: RDP
Synonyms: Ribosomal Database Project
Resource Type: resource, database, data or information resource

Defining Citation: PMID:24288368, PMID:17586664

Keywords: microbiome, database, rrna gene sequence, rrna, ribosome, genome browser,
high-throughput sequencing, bacteria, archaea, fungi, FASEB list

Funding: DOE DE-FG02-99ER62848;
DOE DE-SC0004601;

DOE DE-FC02-07ER64494;

NIEHS P42 ES004911;

NSF DBI-0328255;

USDA 2008-35107-04542;

NHLBI UO1HL098961,

NIDDK UH3 DK083993

Availability: Open source
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https://pubmed.ncbi.nlm.nih.gov/17586664

Resource Name: Ribosomal Database Project

Resource ID: SCR_006633

Alternate IDs: r3d100012372, nif-0000-03404, OMICS_01513

Alternate URLSs: https://doi.org/10.17616/R3C087

License: Creative Commons Attribution-ShareAlike 3.0 Unported License
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Ratings and Alerts
No rating or validation information has been found for Ribosomal Database Project .

No alerts have been found for Ribosomal Database Project .

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 1724 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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Results from the NUTRIVENTION Clinical Trial and Preclinical Vk*MYC Model. Cancer
discovery, 16(4), 697.
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Chu D, et al. (2026) Diet-Driven Divergence in Gut Microbiota Variation Between Two
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science & nutrition, 14(1), e71321.
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nanobiotechnology, 24(1).
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