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Proper Citation

SINA (RRID:SCR_005067)

Resource Information

URL: http://www.arb-silva.de/aligner/

Proper Citation: SINA (RRID:SCR_005067)

Description: Service to align and optionally taxonomically classify your rRNA gene
sequences. The results can be combined with any other sequences aligned by SINA or
taken from the SILVA databases by concatenation of FASTA files or using the ARB
MERGE tool. Note: Submission is currently limited to at most 1000 sequences of at most
6000 bases each. If your requirements exceed this limitation, get Opens internal link in
current windowSINA for local installation.

Abbreviations: SINA

Synonyms: SINA Alignment Service, SILVA Incremental Aligner

Resource Type: production service resource, software resource, data analysis service,
analysis service resource, service resource

Defining Citation: PMID:22556368

Keywords: alignment, taxonomic classification, rrna, gene sequence, fasta, bio.tools

Availability: Free, Available for download, Freely available

Resource Name: SINA

Resource ID: SCR_005067

Alternate IDs: OMICS_01438, biotools:sina

Alternate URLs: https://bio.tools/sina, https://sources.debian.org/src/sina/,
https://github.com/epruesse/SINA

Record Creation Time: 20220129T080228+0000

https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/RRID:SCR_005067/resolver
http://www.arb-silva.de/aligner/
https://pubmed.ncbi.nlm.nih.gov/22556368


Record Last Update: 20260808T185832+0000

Ratings and Alerts

No rating or validation information has been found for SINA.

No alerts have been found for SINA.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 387 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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Treitli SC, et al. (2026) Metabolic capacities of large "pillotinaceous" spirochetes from
termite guts and their placement among ?Breznakiellaceae. BMC biology, 24(1).

Hageman RL, et al. (2026) Widespread deep-sea microorganisms in subseafloor
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