Resource Summary Report

Generated by SPARC SAWG on Aug 9, 2026

DOMINO: Domain peptide interactions

RRID:SCR_002392
Type: Tool

Proper Citation

DOMINO: Domain peptide interactions (RRID:SCR_002392)

Resource Information

URL: http://mint.bio.uniroma2.it/domino/

Proper Citation: DOMINO: Domain peptide interactions (RRID:SCR_002392)

Description: Open-access database comprising more than 3900 annotated experiments
describing interactions mediated by protein-interaction domains. The curation effort aims
at covering the interactions mediated by the following domains (SH3, SH2, 14-3-3, PDZ,
PTB, WW, EVH, VHS, FHA, EH, FF, BRCT, Bromo, Chromo, GYF). The interactions
deposited in DOMINO are annotated according to the PSI Ml standard and can be easily
analyzed in the context of the global protein interaction network as downloaded from major
interaction databases like MINT, INTACT, DIP, MIPS/MPACT. It can be searched with a
versatile search tool and the interaction networks can be visualized with a convenient
graphic display applet that explicitly identifies the domains/sites involved in the
interactions.

Synonyms: DOMINO
Resource Type: database, data or information resource

Defining Citation: PMID:17135199

Keywords: annotation, protein interaction, protein-interaction domain, sh3, sh2, pdz, 14-
3-3, ww

Availability: THIS RESOURCE IS NO LONGER IN SERVICE
Resource Name: DOMINO: Domain peptide interactions
Resource ID: SCR_002392

Alternate IDs: OMICS_01907, nif-0000-02759, r3d100010684

Alternate URLSs: https://doi.org/10.17616/R3K32V



https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/RRID:SCR_002392/resolver
http://mint.bio.uniroma2.it/domino/
https://pubmed.ncbi.nlm.nih.gov/17135199

Record Creation Time: 20220129T080213+0000

Record Last Update: 20260808T190353+0000

Ratings and Alerts

No rating or validation information has been found for DOMINO: Domain peptide
interactions.

No alerts have been found for DOMINO: Domain peptide interactions.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 53 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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Wang XW, et al. (2025) A statistical physics approach to integrating multi-omics data for
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Purple RJ, et al. (2023) Phenotypic divergence in sleep and circadian cycles linked by
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EWD, 27(1), 335.




