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flowCore

RRID:SCR_002205
Type: Tool

Proper Citation

flowCore (RRID:SCR_002205)

Resource Information

URL: http://www.bioconductor.org/packages/release/bioc/html/flowCore.html

Proper Citation: flowCore (RRID:SCR_002205)

Description: A Bioconductor software package for high throughput flow cytometry that
provides S4 data structures and basic functions.

Synonyms: flowCore: Basic structures for flow cytometry data
Resource Type: software resource

Defining Citation: PMID:19358741

Keywords: software package, mac os x, unix/linux, windows, r, cell based assay, flow
cytometry, infrastructure

Availability: Artistic License, v2

Resource Name: flowCore

Resource ID: SCR_002205

Alternate IDs: OMICS 05596

Record Creation Time: 20220129T080212+0000

Record Last Update: 20260725T190521+0000

Ratings and Alerts
No rating or validation information has been found for flowCore.

No alerts have been found for flowCore.



https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/RRID:SCR_002205/resolver
http://www.bioconductor.org/packages/release/bioc/html/flowCore.html
https://pubmed.ncbi.nlm.nih.gov/19358741

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 350 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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24(8), 1171.

Karta J, et al. (2025) Fusobacterium nucleatum interacts with cancer-associated
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Li L, et al. (2025) A primordial germ cell-like-cell platform enables CRISPRI screen for
epigenetic fertility modifiers. EMBO reports, 26(23), 6044.

Tsuru S, et al. (2025) Congruence between noise and plasticity in protein expression.
Scientific reports, 15(1), 24529.
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Scientific reports, 15(1), 28398.
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regulatory T cell trajectories in the human thymus. Frontiers in immunology, 16, 1553535.

Sabbarini IM, et al. (2025) A ribosome-associating chaperone mediates GTP-driven
vectorial folding of nascent eEF1A. Nature communications, 16(1), 1277.

Tursi AR, et al. (2025) CytoPheno: Automated descriptive cell type naming in flow and
mass cytometry. bioRxiv : the preprint server for biology.

Avery RR, et al. (2025) Genotype-by-environment interactions shape ubiquitin-proteasome
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