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Rice Metabolic Pathway Database

RRID:SCR_002128
Type: Tool

Proper Citation

Rice Metabolic Pathway Database (RRID:SCR_002128)

Resource Information

URL: http://pathway.gramene.org/gramene/ricecyc.shtml

Proper Citation: Rice Metabolic Pathway Database (RRID:SCR_002128)

Description: THIS RESOURCE IS NO LONGER IN SERVICE, documented on August
26, 2016. RiceCyc is a catalog of known and/or predicted biochemical pathways from rice
(Oryza sativa). Pathways and genes presented in this catalog are primarily based on the
annotations carried out by Gramene database project on the release 5 of the TIGR-
assembly of Oryza sativa japonica cv. Nipponbare genome sequenced by IRGSP.

Synonyms: Rice Metabolic Pathways, RiceCyc

Resource Type: data or information resource, database
Keywords: gene, biochemical pathway, rice

Availability: THIS RESOURCE IS NO LONGER IN SERVICE
Resource Name: Rice Metabolic Pathway Database
Resource ID: SCR_002128

Alternate IDs: nif-0000-20922

Old URLs: http://www.gramene.org/pathway/ricecyc.htmi
Record Creation Time: 20220129T080211+0000

Record Last Update: 20260729T044021+0000

Ratings and Alerts

No rating or validation information has been found for Rice Metabolic Pathway Database.



https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/RRID:SCR_002128/resolver
http://pathway.gramene.org/gramene/ricecyc.shtml

No alerts have been found for Rice Metabolic Pathway Database.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 9 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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Poolman MG, et al. (2014) Metabolic trade-offs between biomass synthesis and
photosynthate export at different light intensities in a genome-scale metabolic model of
rice. Frontiers in plant science, 5, 656.
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