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Proper Citation

DAVID (RRID:SCR_001881)

Resource Information

URL: https://david.ncifcrf.gov/

Proper Citation: DAVID (RRID:SCR_001881)

Description: THIS RESOURCE IS NO LONGER IN SERVICE. Documented on
September 16,2025. Bioinformatics resource system including web server and web
service for functional annotation and enrichment analyses of gene lists. Consists of
comprehensive knowledgebase and set of functional analysis tools. Includes gene
centered database integrating heterogeneous gene annotation resources to facilitate high
throughput gene functional analysis.

Abbreviations: DAVID

Synonyms: DAVID Bioinformatics Resources, Visualization and Integrated Discovery
Bioinformatics Resources, Database for Annotation Visualization and Integrated
Discovery, The Database for Annotation, The Database for Annotation Visualization and
Integrated Discovery Bioinformatics Resources

Resource Type: data or information resource, web service, software resource, data
access protocol, database

Defining Citation: PMID:19131956, PMID:12734009, PMID:35325185, PMID:22543366,
PMID:17980028, PMID:17576678

Keywords: functional domain, annotation, motif, protein, ontology enrichment, gene, high-
throughput, functional classification, functional annotation, clustering, genome, pathway,
gene-disease association, interaction, functional domain, motif, visualization, FASEB list

Funding: NIAID NO1-CO-56000;
NCI

Availability: THIS RESOURCE IS NO LONGER IN SERVICE



https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/RRID:SCR_001881/resolver
https://david.ncifcrf.gov/
https://pubmed.ncbi.nlm.nih.gov/19131956
https://pubmed.ncbi.nlm.nih.gov/12734009
https://pubmed.ncbi.nlm.nih.gov/35325185
https://pubmed.ncbi.nlm.nih.gov/22543366
https://pubmed.ncbi.nlm.nih.gov/17980028
https://pubmed.ncbi.nlm.nih.gov/17576678

Resource Name: DAVID

Resource ID: SCR_001881

Alternate IDs: nif-0000-30408, nif-0000-10451, OMICS_02220, SCR_003033
Old URLSs: http://david.abcc.ncifcrf.gov/

Record Creation Time: 20220129T080210+0000

Record Last Update: 20260808T185745+0000

Ratings and Alerts
No rating or validation information has been found for DAVID.

No alerts have been found for DAVID.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 20855 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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vacuolation phenotype in the astrocyte lineage. Orphanet journal of rare diseases, 21(1).

Ulmke PA, et al. (2026) Identification of novel genes with enriched expression in human
intermediate progenitors reveals a key role for CDKNS3 in cortical development. Stem cell
reports, 103012.



https://scicrunch.org/sawg/rin/sources/SCR_005400
https://scicrunch.org/sawg/data/record/nlx_144509-1/RRID:SCR_001881/resolver/mentions

Gogoi A, et al. (2026) Proteomics of In Vivo models of ischemic stroke: A systematic
review with a systems biological perspective. Ageing research reviews, 113, 102937.
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