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Sherlock

RRID:SCR_001628
Type: Tool

Proper Citation

Sherlock (RRID:SCR_001628)

Resource Information

URL: http://sherlock.ucsf.edu/

Proper Citation: Sherlock (RRID:SCR_001628)

Description: Service to discover disease genes in GWAS using eQTL signature matching
by simply submitting your list of GWAS associations (SNPs and p-values). It is important
to upload all SNPs in your association study, not just the top hits. Sherlock may be able to
group multiple lower-confidence SNPs to discover functionally-important genes.

Abbreviations: Sherlock
Resource Type: service resource, data or information resource

Defining Citation: PMID:23643380

Keywords: genome-wide association study, expression quantitative trait locus, disease
gene, snp, gene expression, gene, disease, association, p-value, cis, trans, genetic
variation, mapping, phenotype, FASEB list

Funding: NIGMS R01GM070808;
NIGMS U19GM61390;
NIGMS P50 GM081879

Availability: Free, Freely available

Resource Name: Sherlock

Resource ID: SCR_001628

Alternate IDs: nlx_153895

Record Creation Time: 20220129T080208+0000

Record Last Update: 20260725T190509+0000



https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/RRID:SCR_001628/resolver
http://sherlock.ucsf.edu/
https://pubmed.ncbi.nlm.nih.gov/23643380

Ratings and Alerts
No rating or validation information has been found for Sherlock.

No alerts have been found for Sherlock.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 86 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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