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Texas A and M Institute for Genomic Medicine

RRID:SCR_001615
Type: Tool

Proper Citation

Texas A and M Institute for Genomic Medicine (RRID:SCR_001615)

Resource Information

URL: http://www.tigm.org/

Proper Citation: Texas A and M Institute for Genomic Medicine (RRID:SCR_001615)

Description: Resource for any researcher looking to obtain knockout mice and embryonic
stem (ES) cells quickly and with favorable intellectual property (IP) terms. Our resources
include the world’s largest gene trap library of ES cells in the C57BL/6N mouse strain and
a constantly expanding repository of cryopreserved germplasm of knockout lines. TIGM
provides both ES cell clones and mice as well as other transgenic core services including
CRISPR/Cas9-based genome modifications within the Texas A&M system and to the
public and private international research community.

Abbreviations: TIGM
Synonyms: Texas A&M Institute for Genomic Medicine

Resource Type: biomaterial supply resource, organism supplier, material resource, cell
repository

Keywords: RIN, Resource Information Network, embryonic stem cell, knockout mouse,
transgenic, phenotyping, phenotype, c57bl/6, 129/svevbrd, gene trap, clone, knockout
mouse line, 129, database, gene, mutation, RRID Community Authority

Availability: Free, Freely available

Resource Name: Texas A and M Institute for Genomic Medicine
Resource ID: SCR_001615

Alternate IDs: nlx_153881

Record Creation Time: 20220129T080208+0000

Record Last Update: 20260728T043115+0000



https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/RRID:SCR_001615/resolver
http://www.tigm.org/

Ratings and Alerts

No rating or validation information has been found for Texas A and M Institute for
Genomic Medicine.

No alerts have been found for Texas A and M Institute for Genomic Medicine.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 19 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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