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Maitreya Dunham's Lab

RRID:SCR_000784
Type: Tool

Proper Citation

Maitreya Dunham's Lab (RRID:SCR_000784)

Resource Information

URL: http://dunham.gs.washington.edu/protocols.shtml

Proper Citation: Maitreya Dunham's Lab (RRID:SCR_000784)

Description: A portal for Maitreya Dunham's lab, which works on the genomic analysis of
experimental evolution in yeast using microarrays and the chemostat. Research interests
of the lab include experimental evolution of genetic networks in yeast, aneuploidy and
copy number variation, comparative genomics, technology development and human
genetics in yeast.

Synonyms: The Dunham Lab
Resource Type: data or information resource, portal

Keywords: seattle, washington, maitreya dunham, lab, yeast, genomic, microarray,
chemostat, copy number variation, human, genetics, technology

Funding: NIH P50 GM071508;
Lewis-Sigler Institute ;
Howard Hughes Medical Institute

Resource Name: Maitreya Dunham's Lab
Resource ID: SCR_000784

Alternate IDs: nif-0000-30476

Record Creation Time: 20220129T080203+0000

Record Last Update: 20260729T044004+0000

Ratings and Alerts


https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/RRID:SCR_000784/resolver
http://dunham.gs.washington.edu/protocols.shtml

No rating or validation information has been found for Maitreya Dunham's Lab.

No alerts have been found for Maitreya Dunham's Lab.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 9 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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