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pcDNA3.1 mycBioID
RRID:Addgene_35700
Type: Plasmid

Proper Citation

RRID:Addgene_35700

Plasmid Information

URL: http://www.addgene.org/35700

Proper Citation: RRID:Addgene_35700

Insert Name: BirA

Organism: E. coli

Bacterial Resistance: Ampicillin

Defining Citation: PMID:22412018

Vector Backbone Description: Backbone Marker:InVitrogen; Backbone Size:5400;
Vector Backbone:pcDNA3.1(-); Vector Types:Mammalian Expression; Bacterial
Resistance:Ampicillin

Plasmid Name: pcDNA3.1 mycBioID

Relevant Mutation: R118G (highly promiscuous form)

Record Creation Time: 20220422T222152+0000

Record Last Update: 20260725T074611+0000

Ratings and Alerts

No rating or validation information has been found for pcDNA3.1 mycBioID.

No alerts have been found for pcDNA3.1 mycBioID.

Data and Source Information

Source: Addgene

https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nif-0000-11872-1/Addgene_35700/resolver
http://www.addgene.org/35700
https://pubmed.ncbi.nlm.nih.gov/22412018
https://scicrunch.org/sawg/rin/sources/SCR_002037


Usage and Citation Metrics

We found 92 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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and endocrine functions. Journal of biomedical science, 31(1), 2.
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MCP, 23(3), 100735.
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EMBO reports, 25(8), 3432.

Puccini J, et al. (2023) Cytoskeletal association of ATP citrate lyase controls the
mechanodynamics of macropinocytosis. Proceedings of the National Academy of
Sciences of the United States of America, 120(8), e2213272120.

Hardt R, et al. (2023) Proteomic investigation of neural stem cell to oligodendrocyte
precursor cell differentiation reveals phosphorylation-dependent Dclk1 processing. Cellular
and molecular life sciences : CMLS, 80(9), 260.

Newman D, et al. (2023) 3D matrix adhesion feedback controls nuclear force coupling to
drive invasive cell migration. Cell reports, 42(12), 113554.
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downregulates EWS-FLI1 transcriptional activity in Ewing's sarcoma cells. PloS one,
17(10), e0269077.
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1127.

Song DA, et al. (2022) A New Monoclonal Antibody Enables BAR Analysis of Subcellular
Importin ?1 Interactomes. Molecular & cellular proteomics : MCP, 21(11), 100418.


