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Accelerating Medicines Partnership Type 2 Diabetes 
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RRID:SCR_003743
Type: Tool

Proper Citation

Accelerating Medicines Partnership Type 2 Diabetes Knowledge Portal (AMP-T2D) 
(RRID:SCR_003743)

Resource Information

URL: http://www.type2diabetesgenetics.org/

Proper Citation: Accelerating Medicines Partnership Type 2 Diabetes Knowledge Portal 
(AMP-T2D) (RRID:SCR_003743)

Description: Portal and database of DNA sequence, functional and epigenomic information, 
and clinical data from studies on type 2 diabetes and analytic tools to analyze these data. 
.Provides data and tools to promote understanding and treatment of type 2 diabetes and its 
complications. Used for identifying genetic biomarkers correlated to Type 2 diabetes and 
development of novel drugs for this disease.

Abbreviations: AMP T2D, T2DKP

Synonyms: , AMP Diabetes, AMP, T2D, AMP-T2D, Type 2 Diabetes Knowledge Portal, 
Accelerating Medicines Partnership Type 2 Diabetes, Accelerating Medicines Partnership 
Type 2 Diabetes Knowledge Portal, The AMP-T2D Knowledge Portal, AMP T2D, AMP Type 
2 Diabetes

Resource Type: data or information resource, data repository, database, portal, storage 
service resource, disease-related portal, topical portal, service resource

Keywords: type 2, diabetes, knowledge, portal, database, repository, type II, diabetic, 
genetic, data, analysis, FASEB list

Related Condition: Type 2 diabetes, Diabetes

Funding Agency: NIH , University of Michigan , Broad Institute , Fundacion Carlos Slim , 

https://scicrunch.org/resources
https://scicrunch.org/resources/data/record/nlx_144509-1/SCR_003743/resolver
https://scicrunch.org/resources/data/record/nlx_144509-1/SCR_003743/resolver
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NIDDK

Availability: Free, Freely available

Resource Name: Accelerating Medicines Partnership Type 2 Diabetes Knowledge Portal 
(AMP-T2D)

Resource ID: SCR_003743

Alternate IDs: SCR_014533, nlx_157976

Alternate URLs: http://www.nih.gov/science/amp/type2diabetes.htm

Ratings and Alerts

No rating or validation information has been found for Accelerating Medicines Partnership 
Type 2 Diabetes Knowledge Portal (AMP-T2D).

No alerts have been found for Accelerating Medicines Partnership Type 2 Diabetes 
Knowledge Portal (AMP-T2D).

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 74 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID.
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diabetes. Nature communications, 14(1), 3904.
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resource dedicated to type 2 diabetes and related traits. Cell metabolism, 35(4), 695.
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of diverse populations for discovery and translation. Nature genetics, 54(5), 560.

Zhong S, et al. (2022) Haploinsufficiency of CYP8B1 associates with increased insulin 
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melanogaster. Nature communications, 13(1), 1637.
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BMC endocrine disorders, 21(1), 165.

Jin Y, et al. (2021) Depletion of Adipocyte Becn1 Leads to Lipodystrophy and Metabolic 
Dysregulation. Diabetes, 70(1), 182.
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Journal of endocrinological investigation, 44(12), 2645.

Whitehead A, et al. (2021) Brown and beige adipose tissue regulate systemic metabolism 
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db/db mice via restoring Pax6 expression. Theranostics, 11(6), 2845.
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22(22).

Parikh HM, et al. (2021) Relationship between insulin sensitivity and gene expression in 
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