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HB101
RRID:WB-STRAIN:WBStrain00041075
Type: Organism

Proper Citation

RRID:WB-STRAIN:WBStrain00041075

Organism Information

URL: http://www.wormbase.org/db/get?name=WBStrain00041075

Proper Citation: RRID:WB-STRAIN:WBStrain00041075

Description: Escherichia coli with name E. coli [supE44 hsdS20(rB-mB-) recA13 ara-14
proA2 lacY1 galK2 rpsL20 xyl-5 mtl-1]. from WB.

Species: Escherichia coli

Synonyms: E. coli [supE44 hsdS20(rB-mB-) recA13 ara-14 proA2 lacY1 galK2 rpsL20
xyl-5 mtl-1].

Notes: Bacteria. This strain of E. coli is easier for worms to eat than other E. coli strains.
[supE44 hsdS20(rB-mB-) recA13 ara-14 proA2 lacY1 galK2 rpsL20 xyl-5 mtl-1]. Contains
a mutation (rpsL20) in a ribosomal subunit gene that confers streptomycin resistance.
Biosafety Level: BSL-1.|"Non-elegans Strain"|"Reference WBPaper00056877 added
based on published strain data identified by Textpresso literature search."|"Reference
WBPaper00058956 added based on published strain data identified by Textpresso
literature search."|"WBStrain mapped, WBPaper00061410 added based on AFP_Strain
data."|"WBStrain mapped, WBPaper00061536 added based on AFP_Strain
data."|"WBStrain provided so WBPaper00060613 paper added based on AFP_Strain
data."|"WBStrain provided so WBPaper00061895 paper added based on AFP_Strain
data."|"WBStrain provided so WBPaper00062125 paper added based on AFP_Strain
data."

Affected Gene: WBGene00003473(mtl-1)

Genomic Alteration: WBGene00003473(mtl-1)

Catalog Number: WB-STRAIN:WBStrain00041075

Database: WormBase (WB)

https://scicrunch.org/precise-tbi
https://scicrunch.org/precise-tbi/data/record/nlx_154697-1/WB-STRAIN:WBStrain00041075/resolver
http://www.wormbase.org/db/get?name=WBStrain00041075


Database Abbreviation: WB

Availability: available

Source References: PMID:31184491, PMID:31422888, PMID:31823826,
PMID:32163353, PMID:33175833, PMID:33259473, PMID:33298437, PMID:33983439,
PMID:32694842, PMID:34788806, PMID:37260751, PMID:37416472, PMID:37561720,
PMID:37578251, PMID:37713439, PMID:38006206, PMID:38159271, PMID:37801396,
PMID:38374083, PMID:38393469, PMID:38719808, PMID:38771761, PMID:38808663,
PMID:38839826, PMID:38991432, PMID:39303981, PMID:39333123, PMID:39329779,
PMID:38925148, PMID:39358459, PMID:39392750

Alternate IDs: WB-STRAIN:HB101, CGC_HB101

Organism Name: HB101

Record Creation Time: 20230227T013729+0000

Record Last Update: 20260815T163431+0000

Ratings and Alerts

No rating or validation information has been found for HB101.

No alerts have been found for HB101.

Data and Source Information

Source: Integrated Animals

Source Database: WormBase (WB)

Usage and Citation Metrics

We found 15 mentions in open access literature.

Listed below are recent publications. The full list is available at PRECISE-TBI .
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