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w[1118]; Df(2L)ED775,
P{w[+mW.Scer\FRT.hs3]=3".RS5+3.3'ED775/SM6a

RRID:BDSC_8907
Type: Organism

Proper Citation

RRID:BDSC_8907

Organism Information

URL: https://n2t.net/bdsc:8907

Proper Citation: RRID:BDSC_8907

Description: Drosophila melanogaster with name w[1118]; Df(2L)ED775,
P{w[+mW.Scer\FRT.hs3]=3".RS5+3.3'}ED775/SM6a from BDSC.

Species: Drosophila melanogaster
Notes: Donor: DrosDel Project

Affected Gene: ACXA, ACXB, ACXC, ACXE, asRNA:CR44592, asRNA:CR46070, atilla,
brul, bru2, bun, CCT4, Ced-12, CG14947, CG15483, CG15484, CG16800, CG17010,
CG17036, CG17211, CG17217, CG18788, CG31759, CG31760, CG31861, CG31862,
CG34164, CG43051, CG43813, CG5H418, CG5421, CG5435, CG5446, CG5776, CG5781,
CG5787, CG6153, CG6180, CG6583, CG6712, CG6766, CG6770, CG6785, CR17024,
crok, dmGlut, eRF3, Fam92, firl, Gr33a, IFT43, Jhl-21, kekl, IncCRNA:CR42746,
INcRNA:CR43818, INcRNA:CR44183, INcRNA:CR44587, IncRNA:CR44588,
INcRNA:CR44589, INcRNA:CR44590, IncRNA:CR44591, IncRNA:CR44593,
INcCRNA:CR44594, IncRNA:CR44595, IncRNA:CR44596, IncRNA:CR44597,
INcCRNA:CR44598, INcRNA:CR44970, IncRNA:CR44971, IncRNA:CR45282,
INcRNA:CR45283, INncRNA:CR46206, IncRNA:DREAMer, INcRNA:TS9, mir-9382, mir-967,
MRP, Mt2, Nepl7, nub, Oatp33Ea, Oatp33EDb, Patsas, pdm2, Pex19, Phael, Phae2,
PICK1, Pih1D1, Pkd2, PLCXD, PIzf, prd, Rab3-GAP, Rab6, Ref2, rho-6, RpL7-like, SC35,
SNORNA:CG43051-a, snoRNA:SC35-a, SnoRNA:SC35-b, spict, t-cup, ThrRS, Tom70,
Trm1, Vha68-2, vir-1, Wdr81, ZnT33D, w

Genomic Alteration: Chromosome 1, Chromosome 2

Catalog Number: 8907
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Database: Bloomington Drosophila Stock Center (BDSC)
Database Abbreviation: BDSC

Availability: available

Alternate IDs: BDSC_8907, BL8907

Organism Name: w[1118]; Df(2L)ED775,
P{w[+mW.Scer\FRT.hs3]=3".RS5+3.3'}ED775/SM6a

Record Creation Time: 20240911T222220+0000

Record Last Update: 20260725T194900+0000

Ratings and Alerts

No rating or validation information has been found for w[1118]; Df(2L)ED775,
P{w[+mW.Scer\FRT.hs3]=3".RS5+3.3}ED775/SM6a.

No alerts have been found for w[1118]; Df(2L)ED775,
P{w[+mW.Scer\FRT.hs3]=3".RS5+3.3}ED775/SM6a.

Data and Source Information

Source: Integrated Animals

Source Database: Bloomington Drosophila Stock Center (BDSC)

Usage and Citation Metrics
We found 7 mentions in open access literature.

Listed below are recent publications. The full list is available at PRECISE-TBI .
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