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Proper Citation

Inc2cancer (RRID:SCR_023781)

Resource Information

URL.: http://bio-bigdata.hrbmu.edu.cn/Inc2cancer/

Proper Citation: Inc2cancer (RRID:SCR_023781)

Description: Manually curated database of experimentally supported IncRNAs associated
with various human cancers. Cancer long non coding RNA database. Lnc2Cancer 3.0 is
updated resource for experimentally supported IncRNA/circRNA cancer associations and
web tools based on RNA-seq and scRNA-seq data.

Synonyms: Inc2Cancer 3.0
Resource Type: data or information resource, database

Defining Citation: PMID:26481356, PMID:33219685

Keywords: Manually curated database, experimentally supported IncRNAs, human
cancer, cancer long non coding RNA, IncRNA/circRNA cancer,

Funding: Heilongjiang Provincial Natural Science Foundation ;
Heilongjiang Touyan Innovation Team Program ;

National High Technology Research and Development Program of China ;
National Key R and D Program of China ;

National Natural Science Foundation of China ;

Postdoctoral Foundation of Heilongjiang Province ;

Postdoctoral Science Foundation of China

Availability: Free, Freely available

Resource Name: Inc2cancer

Resource ID: SCR_023781

Record Creation Time: 20230713T050225+0000

Record Last Update: 20260829T183033+0000



https://scicrunch.org/precise-tbi
https://scicrunch.org/precise-tbi/data/record/nlx_144509-1/SCR_023781/resolver
http://bio-bigdata.hrbmu.edu.cn/lnc2cancer/
https://pubmed.ncbi.nlm.nih.gov/26481356
https://pubmed.ncbi.nlm.nih.gov/33219685

Ratings and Alerts
No rating or validation information has been found for Inc2cancer.

No alerts have been found for Inc2cancer.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 26 mentions in open access literature.

Listed below are recent publications. The full list is available at PRECISE-TBI .
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