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Proper Citation

ChIP-X Enrichment Analysis 3 (RRID:SCR_023159)

Resource Information

URL: https://maayanlab.cloud/chea3/

Proper Citation: ChIP-X Enrichment Analysis 3 (RRID:SCR_023159)

Description: Web based transcription factor enrichment analysis. Web server ranks TFs
associated with user-submitted gene sets. ChEA3 background database contains
collection of gene set libraries generated from multiple sources including TF-gene co-
expression from RNA-seq studies, TF-target associations from ChIP-seq experiments, and
TF-gene co-occurrence computed from crowd-submitted gene lists. Enrichment results
from these distinct sources are integrated to generate composite rank that improves
prediction of correct upstream TF compared to ranks produced by individual libraries.

Abbreviations: ChEA3

Synonyms: ChIP-X Enrichment Analysis Version 3 (ChEA3)

Resource Type: software resource, web application

Defining Citation: PMID:31114921

Keywords: Transcription Factor, gene sets, transcription factor enrichment analysis, TF-
gene co-expression from RNA-seq studies, TF-target associations from ChIP-seq
experiments, TF-gene co-occurrence, prediction of correct upstream,

Funding: NHLBI U54HL127624;
NCI U24CA224260;
NIGMS T32GM062754;
NIH Office of the Director OT3OD025467

Availability: Free, Freely available

Resource Name: ChIP-X Enrichment Analysis 3

Resource ID: SCR_023159

https://scicrunch.org/precise-tbi
https://scicrunch.org/precise-tbi/data/record/nlx_144509-1/SCR_023159/resolver
https://maayanlab.cloud/chea3/
https://pubmed.ncbi.nlm.nih.gov/31114921


Record Creation Time: 20230121T050159+0000

Record Last Update: 20260731T043144+0000

Ratings and Alerts

No rating or validation information has been found for ChIP-X Enrichment Analysis 3.

No alerts have been found for ChIP-X Enrichment Analysis 3.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 108 mentions in open access literature.

Listed below are recent publications. The full list is available at PRECISE-TBI .
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