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CellRank

RRID:SCR_022827
Type: Tool

Proper Citation

CellRank (RRID:SCR_022827)

Resource Information

URL.: https://cellrank.readthedocs.io/en/stable/

Proper Citation: CellRank (RRID:SCR_022827)

Description: Software package for directed single cell fate mapping in diverse scenarios,
including regeneration, reprogramming and disease. Automatically detects initial,
intermediate and terminal populations, predicts fate potentials and visualizes continuous
gene expression trends along individual lineages. Applied to lineage traced cellular
reprogramming data, predicted fate probabilities correctly recover reprogramming
outcomes.

Resource Type: software toolkit, software resource

Defining Citation: PMID:35027767

Keywords: directed single cell fate mapping, detects initial, intermediate and terminal
populations, gene expression trends, traced cellular reprogramming data

Funding: NCI P30 CA08748;
BMBF ;

Helmholtz Association Initiative ;
Joachim Herz Stiftung ;

Bayer Foundation

Availability: Free, Available for download, Freely available
Resource Name: CellRank

Resource ID: SCR_022827

Record Creation Time: 20221006T194910+0000

Record Last Update: 20260729T044547+0000



https://scicrunch.org/precise-tbi
https://scicrunch.org/precise-tbi/data/record/nlx_144509-1/SCR_022827/resolver
https://cellrank.readthedocs.io/en/stable/
https://pubmed.ncbi.nlm.nih.gov/35027767

Ratings and Alerts
No rating or validation information has been found for CellRank.

No alerts have been found for CellRank.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 94 mentions in open access literature.

Listed below are recent publications. The full list is available at PRECISE-TBI .
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GABAergic neurons. Nature communications, 16(1), 5032.
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Signaling-Induced Antibacterial Neutrophil States during Bacterial Infection. Advanced
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autoimmune liver diseases. JCI insight, 10(8).
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CD56bright NK cell homeostasis. Nature immunology, 26(11), 2004.
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during influenza A virus infection. bioRxiv : the preprint server for biology.
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murine model of spastic paraplegia 15. The Journal of experimental medicine, 222(7).
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Nature communications, 16(1), 9355.
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Cancer. Cancer research, 85(23), 4616.
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biomarker and therapeutic target in systemic sclerosis-associated interstitial lung disease.
bioRxiv : the preprint server for biology.
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