
Resource Summary Report

Generated by PRECISE-TBI on Jul 29, 2026

Harmony
RRID:SCR_022206
Type: Tool

Proper Citation

Harmony (RRID:SCR_022206)

Resource Information

URL: https://github.com/immunogenomics/harmony

Proper Citation: Harmony (RRID:SCR_022206)

Description: Software R package to project cells into shared embedding in which cells
group by cell type rather than dataset specific conditions. Harmony simultaneously
accounts for multiple experimental and biological factors. Used for integration of single cell
data.

Synonyms: Harmony for immunogenomics

Resource Type: software application, software resource, data analysis software, data
processing software

Defining Citation: PMID:31740819

Keywords: cells grouping, cell type, experimental factors, biological factors, single cell
data integration

Funding: NIAID U19 AI111224;
NIH R01 AR063759;
NIH UH2 AR067677;
NIH T32 AR007530

Availability: Free, Available for download, Freely available

Resource Name: Harmony

Resource ID: SCR_022206

License: GNU GPL

Record Creation Time: 20220427T191217+0000

Record Last Update: 20260729T044538+0000

https://scicrunch.org/precise-tbi
https://scicrunch.org/precise-tbi/data/record/nlx_144509-1/SCR_022206/resolver
https://github.com/immunogenomics/harmony
https://pubmed.ncbi.nlm.nih.gov/31740819


Ratings and Alerts

No rating or validation information has been found for Harmony.

No alerts have been found for Harmony.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 171 mentions in open access literature.

Listed below are recent publications. The full list is available at PRECISE-TBI .
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derived TREM1+ mono-macrophages following radiotherapy in rectal cancer. Cell reports.
Medicine, 6(1), 101887.
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EMBO molecular medicine, 17(5), 923.
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Medicine, 6(3), 101977.
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