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RRID:SCR_021792
Type: Tool

Proper Citation

ImmGen (RRID:SCR_021792)

Resource Information

URL: https://www.immgen.org/

Proper Citation: ImmGen (RRID:SCR_021792)

Description: Project combines immunology and computational biology laboratories in
effort to establish complete road map of gene-expression and regulatory networks in all
immune cells. Project will generate, with rigorously standardized conditions, complete
compendium of genome-wide data sets showing expression of protein-coding genes for all
defined cell populations of mouse immune system.

Synonyms: Immunological Genome Project
Resource Type: data or information resource, database

Defining Citation: PMID:18800157, PMID:32978299

Keywords: gene expression, regulatory networks, all immune cells, protein coding genes,
mouse immune system

Funding: NIAID R24 AI072073

Availability: Free, Freely available

Resource Name: ImmGen

Resource ID: SCR_021792

Record Creation Time: 20220129T080357+0000

Record Last Update: 20260729T044533+0000

Ratings and Alerts


https://scicrunch.org/precise-tbi
https://scicrunch.org/precise-tbi/data/record/nlx_144509-1/SCR_021792/resolver
https://www.immgen.org/
https://pubmed.ncbi.nlm.nih.gov/18800157
https://pubmed.ncbi.nlm.nih.gov/32978299

No rating or validation information has been found for ImmGen.

No alerts have been found for ImmGen.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 258 mentions in open access literature.

Listed below are recent publications. The full list is available at PRECISE-TBI .
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