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Appion Package

RRID:SCR_016734
Type: Tool

Proper Citation

Appion Package (RRID:SCR_016734)

Resource Information

URL.: http://emg.nysbc.org/redmine/projects/appion/wiki/Appion_Home

Proper Citation: Appion Package (RRID:SCR_016734)

Description: Software package for processing and analysis of EM images. Appion is
integrated with Leginon data acquisition but can also be used stand-alone after uploading
images (either digital or scanned micrographs) or particle stacks using a set of provided
tools.

Abbreviations: Appion

Resource Type: software application, software resource, data processing software,
image processing software, image analysis software

Defining Citation: PMID:19263523

Keywords: processing, analysis, electron, microscope, image

Funding: NCRR RR17573;
NCRR RR023093;
ARCS

Availability: Free, Available for download, Freely available
Resource Name: Appion Package

Resource ID: SCR_016734

Alternate URLSs: http://www.appion.org

License: Apache Open Source License, Version 2.0
Record Creation Time: 20220129T080332+0000

Record Last Update: 20260729T044424+0000



https://scicrunch.org/precise-tbi
https://scicrunch.org/precise-tbi/data/record/nlx_144509-1/SCR_016734/resolver
http://emg.nysbc.org/redmine/projects/appion/wiki/Appion_Home
https://pubmed.ncbi.nlm.nih.gov/19263523

Ratings and Alerts

No rating or validation information has been found for Appion Package.

No alerts have been found for Appion Package.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 16 mentions in open access literature.

Listed below are recent publications. The full list is available at PRECISE-TBI .
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