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Proper Citation

ARCHS4 (RRID:SCR_015683)

Resource Information

URL: http://amp.pharm.mssm.edu/archs4/

Proper Citation: ARCHS4 (RRID:SCR_015683)

Description: ARCHS4 provides access to gene counts from HiSeq 2000 and HiSeq 2500
platforms for human and mouse experiments from GEO and SRA. The website enables
downloading of the data in H5 format for programmatic access as well as a 3-dimensional
view of the sample and gene spaces. Search features allow browsing of the data by meta
data annotation, ability to submit your own up and down gene sets, and explore matching
samples enriched for annotated gene sets. Selected sample sets can be downloaded into
a tab separated text file through auto-generated R scripts for further analysis. Reads are
aligned with Kallisto using a custom cloud computing platform. Human samples are
aligned against the GRCh38 human reference genome, and mouse samples against the
GRCm38 mouse reference genome.

Resource Type: software tool

Resource Name: ARCHS4

Resource ID: SCR_015683

Record Creation Time: 20220129T080327+0000

Record Last Update: 20260808T190042+0000

Ratings and Alerts
No rating or validation information has been found for ARCHSA4.

No alerts have been found for ARCHSA4.

Data and Source Information



https://scicrunch.org/precise-tbi
https://scicrunch.org/precise-tbi/data/record/nlx_144509-1/SCR_015683/resolver
http://amp.pharm.mssm.edu/archs4/

Source: SciCrunch Registry

Usage and Citation Metrics
We found 84 mentions in open access literature.

Listed below are recent publications. The full list is available at PRECISE-TBI .
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