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Brain RNA-Seq

RRID:SCR_013736
Type: Tool

Proper Citation

Brain RNA-Seq (RRID:SCR_013736)

Resource Information

URL.: http://web.stanford.edu/group/barres_lab/brain_rnaseq.html

Proper Citation: Brain RNA-Seq (RRID:SCR_013736)

Description: Database containing RNA-Seq transcriptome and splicing data from glia,
neurons, and vascular cells of cerebral cortex. Collection of RNA-Seq transcriptome and
splicing data from glia, neurons, and vascular cells of mouse cerebral cortex. RNA-Seq of
cell types isolated from mouse and human brain.

Synonyms: Barres Brain RNA-Seq
Resource Type: database, data or information resource

Defining Citation: PMID:25186741, PMID:26687838

Keywords: RNAseq, transcriptome, splicing, data, glia, neuron vascular, cell, cerebral,
cortex, mouse, human, brain, FASEB list

Funding: NIMH RO1MH09955501;
NINDS ROINS08170301;
NIGMS T32GM007365

Availability: Free, Freely available

Resource Name: Brain RNA-Seq

Resource ID: SCR_013736

Alternate IDs: SCR_017483

Alternate URLSs: http://www.brainrnaseq.org/
Record Creation Time: 20220129T080317+0000

Record Last Update: 20260725T7191208+0000



https://scicrunch.org/precise-tbi
https://scicrunch.org/precise-tbi/data/record/nlx_144509-1/SCR_013736/resolver
http://web.stanford.edu/group/barres_lab/brain_rnaseq.html
https://pubmed.ncbi.nlm.nih.gov/25186741
https://pubmed.ncbi.nlm.nih.gov/26687838

Ratings and Alerts
No rating or validation information has been found for Brain RNA-Seq.

No alerts have been found for Brain RNA-Seq.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 109 mentions in open access literature.

Listed below are recent publications. The full list is available at PRECISE-TBI .
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