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Resource Information

URL: http://tcm.lifescience.ntu.edu.tw/index.html

Proper Citation: TCMGeneDIT (RRID:SCR_013396)

Description: TCMGeneDIT is a database system providing association information about
traditional Chinese medicines (TCMs), genes, diseases, TCM effects and TCM ingredients
automatically mined from vast amount of biomedical literature. Integrated protein-protein
interaction and biological pathways information collected from public databases are also
available. In addition, the transitive relationships among genes, TCMs and diseases could
be inferred through the shared intermediates. Furthermore, TCMGeneDIT is useful in
deducing possible synergistic or antagonistic contributions of the prescription components
to the overall therapeutic effects. TCMGeneDIT is a unique database of various
association information about TCMs. The database integrating TCMs with life sciences
and biomedical studies would facilitate the modern clinical research and the understanding
of therapeutic mechanisms of TCMs and gene regulations.

Resource Type: data or information resource, database

Defining Citation: PMID:18854039

Keywords: drug, gene, antagonistic, biomedical, clinical, disease, ingredient, interaction,
life science, literature, medicine, pathway, prescription, protein, regulation, research,
synergistic, therapeutic

Funding: National Science Council Taiwan ;
NTU Frontier and Innovative Research Projects NTUPFIR-96R0107

Resource Name: TCMGeneDIT

Resource ID: SCR_013396

Alternate IDs: nif-0000-32868

https://scicrunch.org/precise-tbi
https://scicrunch.org/precise-tbi/data/record/nlx_144509-1/SCR_013396/resolver
http://tcm.lifescience.ntu.edu.tw/index.html
https://pubmed.ncbi.nlm.nih.gov/18854039


Record Creation Time: 20220129T080315+0000

Record Last Update: 20260729T044313+0000

Ratings and Alerts

No rating or validation information has been found for TCMGeneDIT.

No alerts have been found for TCMGeneDIT.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 12 mentions in open access literature.

Listed below are recent publications. The full list is available at PRECISE-TBI .
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