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PSICQUIC Registry

RRID:SCR_006389
Type: Tool

Proper Citation

PSICQUIC Registry (RRID:SCR_006389)

Resource Information

URL: http://www.ebi.ac.uk/Tools/webservices/psicquic/registry/registry?action=STATUS

Proper Citation: PSICQUIC Registry (RRID:SCR_006389)

Description: Web service with well defined methods to enable programmatic access to
molecular interactions. Standard for computational access to molecular interaction data
resources.

Abbreviations: PSICQUIC

Synonyms: Protemics Standard Initiative Common QUery InterfaCe, PSI common query
interface

Resource Type: software resource, data access protocol, web service

Defining Citation: PMID:21716279

Keywords: molecular interaction, soap, rest, migl, programmatic access to molecular
interactions

Funding: German National Genome Research Network ;

European Union Serving Life-science Information for the Next Generation ;

European Union Proteomics Standards Initiative and International Molecular Exchange ;
European Union Apoptosis Systems Biology Applied to Cancer and AIDS ;

European Union Experimental Network for Functional Integration ;

NIGMS R0O1GMO071909;

Italian Association for Cancer Research ;

Wellcome Trust Strategic Award to the European Molecular Biology Laboratory ;
European Bioinformatics Institute for Chemogenomics Databases ;

Foundation for the National Institutes of Health and Genome British Columbia

Availability: Free, Freely available



https://scicrunch.org/precise-tbi
https://scicrunch.org/precise-tbi/data/record/nlx_144509-1/SCR_006389/resolver
http://www.ebi.ac.uk/Tools/webservices/psicquic/registry/registry?action=STATUS
https://pubmed.ncbi.nlm.nih.gov/21716279

Resource Name: PSICQUIC Registry

Resource ID: SCR_006389

Alternate IDs: nlx_152188, nix_152189, SCR_006392
Old URLSs: http://code.google.com/p/psicquic/

Record Creation Time: 20220129T080235+0000

Record Last Update: 20260729T044133+0000

Ratings and Alerts
No rating or validation information has been found for PSICQUIC Registry.

No alerts have been found for PSICQUIC Registry.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 30 mentions in open access literature.

Listed below are recent publications. The full list is available at PRECISE-TBI .
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