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Proper Citation

Dryad Digital Repository (RRID:SCR_005910)

Resource Information

URL: https://datadryad.org

Proper Citation: Dryad Digital Repository (RRID:SCR_005910)

Description: International, curated, digital repository that makes the data underlying
scientific publications discoverable, freely reusable, and citable. Particularly data for which
no specialized repository exists. Provides the infrastructure for, and promotes the re-use
of, data underlying the scholarly literature. Governed by a nonprofit membership
organization. Membership is open to any stakeholder organization, including but not
limited to journals, scientific societies, publishers, research institutions, libraries, and
funding organizations. Most data are associated with peer-reviewed articles, although data
associated with non-peer reviewed publications from reputable academic sources, such as
dissertations, are also accepted. Used to validate published findings, explore new analysis
methodologies, repurpose data for research questions unanticipated by the original
authors, and perform synthetic studies.UC system is member organization of Dryad
general subject data repository.

Synonyms: , The Dryad Digital Repository, Dryad Digital Repository, Dryad

Resource Type: service resource, data or information resource, data repository,
database, storage service resource

Keywords: international, digital, repository, curated, data, collection, scientific, medical,
publication, dataset, FASEB list

Funding: Institute for Museum and Library Services ;
JISC ;
NSF ;
European Commission

Resource Name: Dryad Digital Repository

Resource ID: SCR_005910

https://scicrunch.org/precise-tbi
https://scicrunch.org/precise-tbi/data/record/nlx_144509-1/SCR_005910/resolver
https://datadryad.org


Alternate IDs: DOI:10.25504/FAIRsharing.wkggtx, DOI:10.5061, r3d100000044,
DOI:10.15146, DOI:10.17616/R34S33, nlx_149486

Alternate URLs: https://doi.org/10.17616/R34S33, https://doi.org/10.5061/,
https://doi.org/10.15146, https://dx.doi.org/10.5061/, https://dx.doi.org/10.15146,
https://fairsharing.org/10.25504/FAIRsharing.wkggtx,
https://api.datacite.org/dois?prefix=10.18736, https://api.datacite.org/dois?prefix=10.6076,
, https://doi.org/10.17616/R34S33

Old URLs: http://www.datadryad.org/

License: Creative Commons Zero

License URLs: http://datadryad.org/pages/policies

Record Creation Time: 20220129T080233+0000

Record Last Update: 20260729T044123+0000

Ratings and Alerts

No rating or validation information has been found for Dryad Digital Repository.

No alerts have been found for Dryad Digital Repository.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 2535 mentions in open access literature.

Listed below are recent publications. The full list is available at PRECISE-TBI .

Carter-Cusack D, et al. (2025) Wild-type bone marrow cells repopulate tissue resident
macrophages and reverse the impacts of homozygous CSF1R mutation. PLoS genetics,
21(1), e1011525.

Getz LJ, et al. (2025) Functional genomics of chitin degradation by Vibrio
parahaemolyticus reveals finely integrated metabolic contributions to support
environmental fitness. PLoS genetics, 21(3), e1011370.

Wang X, et al. (2025) Association between TyG-related parameters and NAFLD risk in
Japanese non-obese population. Scientific reports, 15(1), 7119.

Hooper KM, et al. (2025) Short- and long-range roles of UNC-6/Netrin in dorsal-ventral
axon guidance in vivo in Caenorhabditis elegans. PLoS genetics, 21(1), e1011526.

https://scicrunch.org/precise-tbi/rin/sources/SCR_005400
https://scicrunch.org/precise-tbi/data/record/nlx_144509-1/SCR_005910/resolver/mentions


Gao Q, et al. (2025) Metabolically healthy overweight/obesity with no metabolic
abnormalities and incident hyperglycaemia in Chinese adults: analysis of a retrospective
cohort study. BMJ open, 15(1), e087307.

Tilahun Zewdu F, et al. (2025) Effectiveness of carbon dioxide cryotherapy for the
treatment of cutaneous leishmaniasis: Systematic review and meta-analysis. PLoS
neglected tropical diseases, 19(1), e0012741.

Eldridge-Thomas BL, et al. (2025) The transmembrane protein Syndecan is required for
stem cell survival and maintenance of their nuclear properties. PLoS genetics, 21(2),
e1011586.

Tanimura MW, et al. (2025) Comprehensive cDNA cloning and putative feature analysis of
endogenous cellulases possessed by the Pacific oyster, Crassostrea gigas. PloS one,
20(2), e0313246.

H??lzenspies JJ, et al. (2025) PRC2 promotes canalisation during endodermal
differentiation. PLoS genetics, 21(1), e1011584.

Cao J, et al. (2025) Non-linear relationship between arteriosclerosis index and diabetes
risk in non-obese east Asian adults. Scientific reports, 15(1), 5649.

Thome C, et al. (2025) Live imaging of excitable axonal microdomains in ankyrin-G-GFP
mice. eLife, 12.

Larnerd C, et al. (2025) Memory-like states created by the first ethanol experience are
encoded into the Drosophila mushroom body learning and memory circuitry in an ethanol-
specific manner. PLoS genetics, 21(2), e1011582.

Curt JR, et al. (2025) Ambivalent partnership of the Drosophila posterior class Hox protein
Abdominal-B with Extradenticle and Homothorax. PLoS genetics, 21(1), e1011355.

Davis JT, et al. (2025) A chromosome-level genome assembly of the varied leaved
jewelflower, Streptanthus diversifolius, reveals a recent whole genome duplication. G3
(Bethesda, Md.), 15(4).

Meyer C, et al. (2025) Valve cells are crucial for efficient cardiac performance in
Drosophila. PLoS genetics, 21(3), e1011613.

Martini AM, et al. (2025) Mutations in the Staphylococcus aureus Global Regulator CodY
confer tolerance to an interspecies redox-active antimicrobial. PLoS genetics, 21(3),
e1011610.

Gao Y, et al. (2025) Association of estimated small dense low-density lipoprotein
cholesterol with diabetes mellitus: a large-scale multicenter retrospective cohort study.
BMC endocrine disorders, 25(1), 66.

Bergevin C, et al. (2025) Auditory cellular cooperativity probed via spontaneous
otoacoustic emissions. Biophysical journal, 124(8), 1208.

Larsen-Ledet S, et al. (2025) Disentangling the mutational effects on protein stability and
interaction of human MLH1. PLoS genetics, 21(4), e1011681.



Alshareef NO, et al. (2025) Root remodeling mechanisms and salt tolerance trade-offs:
The roles of HKT1, TMAC2, and TIP2;2 in Arabidopsis. PLoS genetics, 21(6), e1011713.


