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MAPPFinder

RRID:SCR_005791
Type: Tool

Proper Citation

MAPPFinder (RRID:SCR_005791)

Resource Information

URL.: http://www.genmapp.org/help v2/UsingMAPPFinder.htm

Proper Citation: MAPPFinder (RRID:SCR_005791)

Description: MAPPFinder is an accessory program for GenMAPP. This program allows
users to query any existing GenMAPP Expression Dataset Criterion against GO gene
associations and GenMAPP MAPPs (microarray pathway profiles). The resulting analysis
provides the user with results that can be viewed directly upon the Gene Ontology
hierarchy and within GenMAPP, by selecting terms or MAPPs of interest. Platform:
Windows compatible

Abbreviations: MAPPFinder

Resource Type: data processing software, software application, data analysis software,
software resource

Defining Citation: PMID:12540299

Keywords: gene, gene ontology, gene association, gene expression, profile, microarray,
pathway, statistical analysis

Funding: University of California at San Francisco; California; USA ;
San Francisco General Hospital; California; USA ;

NHLBI ;

NCRR MO1RR00083

Availability: Free for academic use
Resource Name: MAPPFinder
Resource ID: SCR_005791

Alternate IDs: nlx_149270
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Record Creation Time: 20220129T080232+0000

Record Last Update: 20260731T042714+0000

Ratings and Alerts
No rating or validation information has been found for MAPPFinder.

No alerts have been found for MAPPFinder.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 26 mentions in open access literature.

Listed below are recent publications. The full list is available at PRECISE-TBI .
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