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CRISPick

RRID:SCR_025148
Type: Tool

Proper Citation

CRISPick (RRID:SCR_025148)

Resource Information

URL.: https://portals.broadinstitute.org/gppx/crispick/public

Proper Citation: CRISPick (RRID:SCR_025148)

Description: Web tool for prediction of sgRNAs. Helps to select optimal guide RNA for
gene of interest. Support for designing guide libraries. CRISPick ranks and picks
candidate CRISPRko sgRNA sequences for targets provided, while attempting to
maximize on-target activity and minimizing off-target activity.

Resource Type: software resource, data access protocol, web service

Keywords: sgRNAs prediction, RNA, gene of interest, pick candidate sequences,
CRISPRko/a/i sgRNA sequences, maximize on target activity,

Availability: Free, Freely available

Resource Name: CRISPick

Resource ID: SCR_025148

Record Creation Time: 20240327T053241+0000

Record Last Update: 20260801T042931+0000

Ratings and Alerts
No rating or validation information has been found for CRISPick.

No alerts have been found for CRISPick.

Data and Source Information

Source: SciCrunch Registry



https://scicrunch.org/precise-tbi
https://scicrunch.org/precise-tbi/data/record/nlx_144509-1/RRID:SCR_025148/resolver
https://portals.broadinstitute.org/gppx/crispick/public
https://scicrunch.org/precise-tbi/rin/sources/SCR_005400

Usage and Citation Metrics
We found 103 mentions in open access literature.

Listed below are recent publications. The full list is available at PRECISE-TBI .
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Experimental Biology, 40(1), e71407.
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Bicarbonate Secretion in Human Intestinal Epithelium. Acta physiologica (Oxford,
England), 242(2), e70157.

Yao Y, et al. (2025) The Cullin3-Rbx1-KLHL9 E3 ubiquitin ligase complex ubiquitinates
Rheb and supports amino acid-induced mTORC1 activation. Cell reports, 44(1), 115101.

Schmidt ENC, et al. (2025) Tonabersat enhances temozolomide-mediated cytotoxicity in
glioblastoma by disrupting intercellular connectivity through connexin 43 inhibition.
Molecular oncology, 19(3), 878.

Peng SQ, et al. (2025) A gain-of-function mutation in ATP6V0A4 drives primary distal
renal tubular alkalosis with enhanced V-ATPase activity. The Journal of clinical
investigation, 135(13).
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communications, 16(1), 1026.
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Eden J, et al. (2025) RABGAP1 is a sensor that facilitates the sorting and processing of
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301(12), 110856.
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long non-coding RNA CRISPR library. STAR protocols, 6(4), 104110.
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Keratinocyte Model of Hailey Hailey Disease. bioRxiv : the preprint server for biology.
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modifier of microglial TREM2 proteolysis. Life science alliance, 8(5).
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on TRAZ2A in cancer. PLoS genetics, 21(5), e1011685.
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