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Sparse Inverse Covariance Estimation for Ecological
Association Inference

RRID:SCR_022646
Type: Tool

Proper Citation

Sparse Inverse Covariance Estimation for Ecological Association Inference
(RRID:SCR_022646)

Resource Information

URL: https://psbweb05.psb.ugent.be/conet/microbialnetworks/spieceasi.php

Proper Citation: Sparse Inverse Covariance Estimation for Ecological Association
Inference (RRID:SCR_022646)

Description: Software R package estimates inverse covariance matrix from sequencing
data.Statistical method for inference of microbial ecological networks from amplicon
sequencing datasets.

Abbreviations: SPIEC-EASI
Synonyms: SParse InversE Covariance Estimation for Ecological Association Inference
Resource Type: software toolkit, software resource

Defining Citation: PMID:25950956

Keywords: inverse covariance matrix estimation, sequencing data, microbial ecological
networks inference, amplicon sequencing datasets microbial ecological networks,

Funding: NIAID T32AIl007180;
NIDDK R0O1 DK103358;
NIGMS RO1 GM63270;
Simons Foundation

Availability: Free, Available for download, Freely available

Resource Name: Sparse Inverse Covariance Estimation for Ecological Association
Inference

Resource ID: SCR_022646
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Record Creation Time: 20220805T050153+0000

Record Last Update: 20260729T044543+0000

Ratings and Alerts

No rating or validation information has been found for Sparse Inverse Covariance
Estimation for Ecological Association Inference.

No alerts have been found for Sparse Inverse Covariance Estimation for Ecological
Association Inference.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 12 mentions in open access literature.

Listed below are recent publications. The full list is available at PRECISE-TBI .
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