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Type: Tool

Proper Citation

ProteinPilot Software (RRID:SCR_018681)

Resource Information

URL: https://sciex.com/products/software/proteinpilot-software

Proper Citation: ProteinPilot Software (RRID:SCR_018681)

Description: Software tool for protein identification and relative protein expression
analysis. Used in protein research to identify proteins and search large numbers of post
translational modifications. Compatible with all proteomics MS/MS systems.

Synonyms: Protein Pilot, Protein Pilot Software

Resource Type: data processing software, data analysis software, software application,
software resource

Keywords: Protein identification, protein expression, protein expression analysis, protein,
post translational modification, proteomics, mass spectrometry system

Availability: Restricted

Resource Name: ProteinPilot Software

Resource ID: SCR_018681

Record Creation Time: 20220129T080341+0000

Record Last Update: 20260801T042836+0000

Ratings and Alerts

No rating or validation information has been found for ProteinPilot Software.

No alerts have been found for ProteinPilot Software.

Data and Source Information

https://scicrunch.org/precise-tbi
https://scicrunch.org/precise-tbi/data/record/nlx_144509-1/RRID:SCR_018681/resolver
https://sciex.com/products/software/proteinpilot-software


Source: SciCrunch Registry

Usage and Citation Metrics

We found 1487 mentions in open access literature.

Listed below are recent publications. The full list is available at PRECISE-TBI .
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Goudarzi MH, et al. (2024) Phylogeny, envenomation syndrome, and membrane
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Scientific reports, 14(1), 14172.
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300(10), 107813.

Shoji M, et al. (2024) Bakuchiol targets mitochondrial proteins, prohibitins and voltage-
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Dashevsky D, et al. (2023) Functional and Proteomic Insights into Aculeata Venoms.
Toxins, 15(3).

Alghanem B, et al. (2023) Quantitative proteomics analysis of COVID-19 patients: Fetuin-
A and tetranectin as potential modulators of innate immune responses. Heliyon, 9(4),
e15224.

Licaj I, et al. (2023) Comparative Analysis of the Response to Polyethylene Glycol-
Simulated Drought Stress in Roots from Seedlings of "Modern" and "Ancient" Wheat
Varieties. Plants (Basel, Switzerland), 12(3).
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with royal jelly. PloS one, 18(2), e0272898.
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Thielavia terrestris Co3Bag1, and Its Application in Enzymatic Hydrolysis of Agroindustrial
Derivatives. Journal of fungi (Basel, Switzerland), 9(2).

Tanino R, et al. (2023) Characterization of a spontaneous mouse model of mild,
accelerated aging via ECM degradation in emphysematous lungs. Scientific reports, 13(1),
10740.
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idiopathic partial epilepsy: Exploring the underlying mechanism. Clinical and translational
medicine, 13(6), e1289.


