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Proper Citation

SynGO (RRID:SCR_017330)

Resource Information

URL: https://syngoportal.org/

Proper Citation: SynGO (RRID:SCR_017330)

Description: Evidence based, expert curated knowledge base for synapse. Universal
reference for synapse research and online analysis platform for interpretation of omics
data. Interactive knowledge base that accumulates available research about synapse
biology using Gene Ontology annotations to novel ontology terms.

Synonyms: Synaptic Gene Ontologies

Resource Type: service resource, data or information resource, data analysis service,
production service resource, ontology, controlled vocabulary, analysis service resource

Defining Citation: PMID:31171447

Keywords: Synapse, evidence, curated, base, reference, analysis, omics, data, ontology,
gene, annotation

Funding: Stanley Center for Psychiatric Research at The Broad Institute of MIT and
Harvard ;
European Union ;
CERCA Program/Generalitat de Catalunya ;
NINDS NS36251;
German Federal Ministry of Education and Research

Availability: Free, Freely available

Resource Name: SynGO

Resource ID: SCR_017330

Record Creation Time: 20220129T080334+0000

Record Last Update: 20260729T044433+0000

https://scicrunch.org/precise-tbi
https://scicrunch.org/precise-tbi/data/record/nlx_144509-1/RRID:SCR_017330/resolver
https://syngoportal.org/
https://pubmed.ncbi.nlm.nih.gov/31171447


Ratings and Alerts

No rating or validation information has been found for SynGO.

No alerts have been found for SynGO.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 134 mentions in open access literature.

Listed below are recent publications. The full list is available at PRECISE-TBI .

Arcego DM, et al. (2026) Sex-specific interaction effects of Syntaxin 1A coexpression
network and childhood trauma on adult depressive symptoms. EBioMedicine, 123,
106062.

Drumond-Bock AL, et al. (2025) Parallel Gene Expression Changes in Ventral Midbrain
Dopamine and GABA Neurons during Normal Aging. eNeuro, 12(5).

Fatemi SH, et al. (2025) Impaired Aggrephagy, Interrupted Vesicular Trafficking, and
Cellular Stress, Lead to Protein Aggregation, and Synaptic Dysfunction in Cerebellum of
Children and Adults with Idiopathic Autism. Cerebellum (London, England), 24(5), 140.

Anschuetz A, et al. (2025) Proteomic and non-proteomic changes of presynaptic proteins
in animal models of Alzheimer's disease: A meta-analysis 2015-2023. Journal of
Alzheimer's disease : JAD, 107(2), 452.

Jiang Z, et al. (2025) The X chromosome's influences on the human brain. Science
advances, 11(4), eadq5360.

Traunm??ller L, et al. (2025) Novel environment exposure drives temporally defined and
region-specific chromatin accessibility and gene expression changes in the hippocampus.
Nature communications, 16(1), 7787.

Liu Y, et al. (2025) Co-Conservation of synaptic gene expression and circuitry in collicular
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reports, 44(2), 115231.

Gandu SR, et al. (2025) Cypin regulates K63-linked polyubiquitination to shape synaptic
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