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Proper Citation

Database of Antimicrobial Activity and Structure of Peptides (RRID:SCR_016600)

Resource Information

URL: https://dbaasp.org

Proper Citation: Database of Antimicrobial Activity and Structure of Peptides
(RRID:SCR_016600)

Description: Collection of manually curated data regarding structure and antimicrobial
activity of natural and synthetic peptides. Provides the information and analytical
resources to develop antimicrobial compounds with the high therapeutic index.

Abbreviations: DBAASP

Synonyms: DataBase of Antimicrobial Activity and Structure of Peptides, Database of
Antimicrobial Activity and Structure of Peptides

Resource Type: data or information resource, database

Defining Citation: PMID:26578581, PMID:27060142

Keywords: data, collection, structure, antimicrobial, activity, natural, synthetic, peptide,
sequence

Funding: NIAID G2102;
Shota Rustaveli National Science Foundation FR397718014;
International Science and Technology Center

Availability: Free, Freely available
Resource Name: Database of Antimicrobial Activity and Structure of Peptides
Resource ID: SCR_016600

Record Creation Time: 20220129T080331+0000
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Record Last Update: 20260729T044422+0000

Ratings and Alerts

No rating or validation information has been found for Database of Antimicrobial Activity
and Structure of Peptides.

No alerts have been found for Database of Antimicrobial Activity and Structure of
Peptides.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 42 mentions in open access literature.

Listed below are recent publications. The full list is available at PRECISE-TBI .
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