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Seurat

RRID:SCR_016341
Type: Tool

Proper Citation

Seurat (RRID:SCR_016341)

Resource Information

URL: https://github.com/satijalab/seurat

Proper Citation: Seurat (RRID:SCR_016341)

Description: Software R package designed for QC, analysis, and exploration of single cell
RNA-seq data. Enable users to identify and interpret sources of heterogeneity from single
cell transcriptomic measurements, and to integrate diverse types of single cell data. Used
for quality control, analysis, and exploration of single-cell RNA sequencing (scCRNA-seq)
data.

Resource Type: data processing software, software toolkit, data analysis software,
software resource, software application

Defining Citation: PMID:29608179

Keywords: single, cell, genomic, RNA-seq, data, QC, analysis, source, heterogeneity,
transcriptomic, measurement, integrate, diverse

Funding: NHGRI 1DP2HG009623;
NIMH 5R01MHO071679;
NSF

Availability: Free, Available for download, Freely available
Resource Name: Seurat

Resource ID: SCR_016341

Old URLSs: https://satijalab.org/seurat/get_started.html
License: GNU GPL v3.0

Record Creation Time: 20220129T080330+0000

Record Last Update: 20260731T043009+0000



https://scicrunch.org/precise-tbi
https://scicrunch.org/precise-tbi/data/record/nlx_144509-1/RRID:SCR_016341/resolver
https://github.com/satijalab/seurat
https://pubmed.ncbi.nlm.nih.gov/29608179

Ratings and Alerts
No rating or validation information has been found for Seurat.

No alerts have been found for Seurat.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 9395 mentions in open access literature.

Listed below are recent publications. The full list is available at PRECISE-TBI .
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Kim BG, et al. (2026) CD45? hybrid circulating cells may reflect tumor-immune
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cancer. Theranostics, 16(3), 1594.
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Aging cell, 25(1), e70298.
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e71172.
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