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Type: Tool

Proper Citation

Starbase V2.0 (RRID:SCR_016303)

Resource Information

URL: http://starbase.sysu.edu.cn/index.php

Proper Citation: Starbase V2.0 (RRID:SCR_016303)

Description: Web based tool to visualize, analyze, discover and download of large-scale
functional genomics data. Used for analysis of the CLIP-Seq and Degradome-Seq data
sets, exploration of miRNA—target interactions and decoding RNA interaction networks
from CLIP-Seq (HITS-CLIP, PAR-CLIP, iCLIP, CLASH) data. To show RNA-RNA and
protein-RNA interaction networks in developmental, physiological and pathological
processes.

Resource Type: software resource, web application

Defining Citation: PMID:24297251

Keywords: visualize, analyze, discover, download, large, genomic, data, set, miRNA,
RNA-RNA, protein-RNA, interaction, network, decoding, CLIP-Seq, Degradome-Seq

Funding: Ministry of Science and Technology of China ;
National Basic Research Program No. 2011CB811300

Availability: Free, Freely available, Available for download
Resource Name: Starbase V2.0

Resource ID: SCR_016303

License: GNU

Record Creation Time: 20220129T080330+0000

Record Last Update: 20260801T190530+0000

Ratings and Alerts


https://scicrunch.org/precise-tbi
https://scicrunch.org/precise-tbi/data/record/nlx_144509-1/RRID:SCR_016303/resolver
http://starbase.sysu.edu.cn/index.php
https://pubmed.ncbi.nlm.nih.gov/24297251

No rating or validation information has been found for Starbase V2.0.

No alerts have been found for Starbase V2.0.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 819 mentions in open access literature.

Listed below are recent publications. The full list is available at PRECISE-TBI .
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