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DISULFIND

RRID:SCR_016072
Type: Tool

Proper Citation

DISULFIND (RRID:SCR_016072)

Resource Information

URL.: http://disulfind.dsi.unifi.it/

Proper Citation: DISULFIND (RRID:SCR_016072)

Description: THIS RESOURCE IS NO LONGER IN SERVICE. Documented on February
28,2023, Software for predicting the disulfide bonding state of cysteines and their disulfide
connectivity, starting from a protein sequence alone and may be useful in other genomic
annotation tasks.

Abbreviations: Disulfinder
Synonyms: Cysteines Disulfide Bonding State and Connectivity Predictor

Resource Type: data processing software, sequence analysis software, data analysis
software, software resource, software application

Defining Citation: PMID:16844986, DOI:10.1093/nar/gkl266

Keywords: predict, disulfide, bonding, state, cysteine, protein, sequence, genomic,
annotation, bio.tools

Funding: EU STREP APrIL Il contract no. FP6-508861;

EU NoE BIOPATTERN contract no. FP6-508803;

Embark Fellowship from the Irish Research Council for Science ;
Engineering and Technology

Availability: THIS RESOURCE IS NO LONGER IN SERVICE
Resource Name: DISULFIND
Resource ID: SCR_016072

Alternate IDs: OMICS 04214, biotools:disulfind



https://scicrunch.org/precise-tbi
https://scicrunch.org/precise-tbi/data/record/nlx_144509-1/RRID:SCR_016072/resolver
http://disulfind.dsi.unifi.it/
https://pubmed.ncbi.nlm.nih.gov/16844986
https://dx.doi.org/10.1093/nar/gkl266

Alternate URLSs: https://bio.tools/disulfind, https://sources.debian.org/src/disulfinder/
Record Creation Time: 20220129T080328+0000

Record Last Update: 20260731T043006+0000

Ratings and Alerts
No rating or validation information has been found for DISULFIND.

No alerts have been found for DISULFIND.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 66 mentions in open access literature.

Listed below are recent publications. The full list is available at PRECISE-TBI .
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