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HPLUS

RRID:SCR_009239
Type: Tool

Proper Citation

HPLUS (RRID:SCR_009239)

Resource Information

URL: http://cougar.fhcrc.org/hplus/

Proper Citation: HPLUS (RRID:SCR_009239)

Description: An analysis tool for performing haplotype estimation on genetic markers
such as SNPs and microsatellites. It is able to handle datasets that include case-control
status as well as covariates and marker location variables (such as gene name,
chromosome location, etc). (entry from Genetic Analysis Software)

Abbreviations: HPLUS

Resource Type: software resource, software application
Keywords: gene, genetic, genomic, ms-windows, linux
Resource Name: HPLUS

Resource ID: SCR_009239

Alternate IDs: nIx_154400

Record Creation Time: 20220129T080251+0000

Record Last Update: 20260731T042812+0000

Ratings and Alerts
No rating or validation information has been found for HPLUS.

No alerts have been found for HPLUS.

Data and Source Information


https://scicrunch.org/precise-tbi
https://scicrunch.org/precise-tbi/data/record/nlx_144509-1/RRID:SCR_009239/resolver
http://cougar.fhcrc.org/hplus/

Source: SciCrunch Registry

Usage and Citation Metrics
We found 12 mentions in open access literature.

Listed below are recent publications. The full list is available at PRECISE-TBI .
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Harms KC, et al. (2013) Association of TNF-?? polymorphism rs1800629 with
multisomatoform disorder in a group of German patients and healthy controls: an
explorative study. Cytokine, 61(2), 389.
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