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Proper Citation

Tetrahymena Stock Center (RRID:SCR_008362)

Resource Information

URL: https://tetrahymena.vet.cornell.edu/

Proper Citation: Tetrahymena Stock Center (RRID:SCR_008362)

Description: Centralized repository and distribution site for variety of Tetrahymena strains
and species. Maintains diverse array of wild type, mutant, and genetically engineered
strains of T. thermophila, the most commonly used laboratory species, and variety of other
species derived from both laboratory maintained stocks and wild isolates. All stocks are
stored in liquid nitrogen to maintain genetic integrity and prevent senescence. In addition
to providing worldwide access to strains currently in collection, TSC continually upgrades
collection by accepting deposition of newly developed laboratory strains and well
characterized wild isolates collected from clearly defined natural sites.

Abbreviations: TSC

Synonyms: Resource Center For Tetrahymena Thermophila

Resource Type: biomaterial supply resource, material resource

Keywords: RIN, Resource Information Network, eukaryota, genetics, biology, cell,
cellular, culture, model, molecular, protozoan, repository, research, tetrahymena
thermophila, RRID Community Authority

Funding: NIH Office of the Director P40 OD010964

Resource Name: Tetrahymena Stock Center

Resource ID: SCR_008362

Alternate IDs: nif-0000-25476

Old URLs: http://vivo.cornell.edu/individual/vivo/individual27605

Record Creation Time: 20220129T080247+0000
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Record Last Update: 20260725T191240+0000

Ratings and Alerts

No rating or validation information has been found for Tetrahymena Stock Center.

No alerts have been found for Tetrahymena Stock Center.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 88 mentions in open access literature.

Listed below are recent publications. The full list is available at PRECISE-TBI .
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