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Institute of Technology

RRID:SCR_008017
Type: Tool

Proper Citation

Bioinformatic Harvester 1V (beta) at Karlsruhe Institute of Technology
(RRID:SCR_008017)

Resource Information

URL: http://harvester.fzk.de/harvester/

Proper Citation: Bioinformatic Harvester IV (beta) at Karlsruhe Institute of Technology
(RRID:SCR_008017)

Description: Harvester is a Web-based tool that bulk-collects bioinformatic data on
human proteins from various databases and prediction servers. It is a meta search engine
for gene and protein information. It searches 16 major databases and prediction servers
and combines the results on pregenerated HTML pages. In this way Harvester can
provide comprehensive gene-protein information from different servers in a convenient
and fast manner. As full text meta search engine, similar to Google trade mark, Harvester
allows screening of the whole genome proteome for current protein functions and
predictions in a few seconds. With Harvester it is now possible to compare and check the
quality of different database entries and prediction algorithms on a single page. Sponsors:
This work has been supported by the BMBF with grants 01GR0101 and 01KWO0013.

Synonyms: Harvester IV

Resource Type: data or information resource, database, data acquisition software,
software application, data processing software, software resource

Keywords: function, gene, bioinformatics, data, database, human, meta search engine,
prediction, protein, bio.tools, FASEB list

Resource Name: Bioinformatic Harvester IV (beta) at Karlsruhe Institute of Technology
Resource ID: SCR_008017
Alternate IDs: biotools:harvester, nif-0000-10169

Alternate URLSs: https://bio.tools/harvester



https://scicrunch.org/precise-tbi
https://scicrunch.org/precise-tbi/data/record/nlx_144509-1/RRID:SCR_008017/resolver
https://scicrunch.org/precise-tbi/data/record/nlx_144509-1/RRID:SCR_008017/resolver
http://harvester.fzk.de/harvester/

Record Creation Time: 20220129T080245+0000

Record Last Update: 20260801T190730+0000

Ratings and Alerts

No rating or validation information has been found for Bioinformatic Harvester IV (beta) at
Karlsruhe Institute of Technology.

No alerts have been found for Bioinformatic Harvester IV (beta) at Karlsruhe Institute of
Technology.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 1480 mentions in open access literature.

Listed below are recent publications. The full list is available at PRECISE-TBI .

Peralta-Marzal LN, et al. (2024) A robust microbiome signature for autism spectrum
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Gu Y, et al. (2024) CYLD regulates cell ferroptosis through Hippo/YAP signaling in
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Hunt AL, et al. (2024) Mapping three-dimensional intratumor proteomic heterogeneity in
uterine serous carcinoma by multiregion microsampling. Clinical proteomics, 21(1), 4.
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from biochemically distinct embryonic endocrine islet progenitors that are regulated by
maternal nutrients. Research square.

He Y, et al. (2024) Molecular mechanism of resveratrol promoting differentiation of
preosteoblastic MC3T3-E1 cells based on network pharmacology and experimental
validation. BMC complementary medicine and therapies, 24(1), 108.
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allergen (NPA) from Wuchereria bancrofti and their potential role in human filarial tropical
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neuroscience, 18, 1379076.
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Yan HJ, et al. (2024) Proteomic analysis reveals LRPAP1 as a key player in the
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