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Proper Citation

rRNDB (RRID:SCR_007905)

Resource Information

URL.: https://rrndb.umms.med.umich.edu

Proper Citation: rRNDB (RRID:SCR_007905)

Description: THIS RESOURCE IS NO LONGER IN SERVICE, documented August 19,
2016. It is a curated database that catalogs the numbers of genes that encode for 16S,
23S and 5S ribosomal RNAs in Bacteria and Archaea. Typically, a single copy of each of
these genes is clustered into a rRNA operon, with as many as 15 rRNA operons present
per genome. The genomic locus for any of the rRNA encoding genes is ?rrn? ? hence the
name of this database. Because the number of genes encoding tRNAs is positively
correlated with the number of rRNA-encoding genes (1), tRNA gene copy number is also
cataloged in the rrnDB. Data are gathered both from sequenced genomes and from
published articles that include estimates of the number of rRNA encoding genes.

Synonyms: rRNDB

Resource Type: data or information resource, database
Availability: THIS RESOURCE IS NO LONGER IN SERVICE
Resource Name: rRNDB

Resource ID: SCR_007905

Old URLs: http://ribosome.mmg.msu.edu/rrndb/index.php
Record Creation Time: 20220129T080244+0000

Record Last Update: 20260729T044214+0000

Ratings and Alerts

No rating or validation information has been found for rRNDB.



https://scicrunch.org/precise-tbi
https://scicrunch.org/precise-tbi/data/record/nlx_144509-1/RRID:SCR_007905/resolver
https://rrndb.umms.med.umich.edu

No alerts have been found for rRNDB.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 86 mentions in open access literature.

Listed below are recent publications. The full list is available at PRECISE-TBI .
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Snodgrassella and disrupts the bumblebee gut microbiome. NPJ biofilms and
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quality, full-length bacterial 16S amplicons for taxonomic annotation of bacterial isolates
and complex microbial communities. mSystems, 9(10), e0085924.
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Alleviating Alcohol-Induced Liver Disease through Gut-Liver Axis. Journal of microbiology
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