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Biological General Repository for Interaction
Datasets (BioGRID)

RRID:SCR_007393
Type: Tool

Proper Citation

Biological General Repository for Interaction Datasets (BioGRID) (RRID:SCR_007393)

Resource Information

URL.: http://www.thebiogrid.org/

Proper Citation: Biological General Repository for Interaction Datasets (BioGRID)
(RRID:SCR_007393)

Description: Curated protein-protein and genetic interaction repository of raw protein and
genetic interactions from major model organism species, with data compiled through
comprehensive curation efforts.

Abbreviations: BioGRID
Synonyms: , BioGRID, Biological General Repository for Interaction Datasets
Resource Type: data or information resource, database

Defining Citation: PMID:23203989, PMID:21071413, PMID:16381927, PMID:12620108

Keywords: budding yeast, fission yeast, protein, gene, protein interaction, genetic
interaction, model organism, interaction, dataset, gene annotation, phenotype, orthologous
interaction, yeast, cellular interaction network, physical interaction, protein-peptide,
protein-rna, protein-protein interaction, genetics, publication, raw protein, genetic
interaction, web service, pathway, network, biology, gene mapping, statistics, bio.tools,
FASEB list

Funding: NCRR R01 RR024031;

NHGRI HG02223;

Canadian Institutes of Health Research ;
BBSRC ;

NIH Office of the Director R24 OD011194

Availability: Free, Freely available



https://scicrunch.org/precise-tbi
https://scicrunch.org/precise-tbi/data/record/nlx_144509-1/RRID:SCR_007393/resolver
https://scicrunch.org/precise-tbi/data/record/nlx_144509-1/RRID:SCR_007393/resolver
http://www.thebiogrid.org/
https://pubmed.ncbi.nlm.nih.gov/23203989
https://pubmed.ncbi.nlm.nih.gov/21071413
https://pubmed.ncbi.nlm.nih.gov/16381927
https://pubmed.ncbi.nlm.nih.gov/12620108

Resource Name: Biological General Repository for Interaction Datasets (BioGRID)
Resource ID: SCR_007393
Alternate IDs: nif-0000-00432, r3d100010350, OMICS_ 01901, biotools:the_grid

Alternate URLSs: https://orip.nih.gov/comparative-medicine/programs/genetic-biological-
and-information-resources, https://bio.tools/the grid, https://doi.org/10.17616/R34C7G

Record Creation Time: 20220129T080241+0000

Record Last Update: 20260729T044148+0000

Ratings and Alerts

No rating or validation information has been found for Biological General Repository for
Interaction Datasets (BioGRID).

No alerts have been found for Biological General Repository for Interaction Datasets
(BioGRID).

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 2554 mentions in open access literature.

Listed below are recent publications. The full list is available at PRECISE-TBI .
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