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g:Profiler

RRID:SCR_006809
Type: Tool

Proper Citation

g:Profiler (RRID:SCR_006809)

Resource Information

URL.: http://biit.cs.ut.ee/gprofiler/

Proper Citation: g:Profiler (RRID:SCR_006809)

Description: Web server for functional enrichment analysis and conversions of gene lists.
Web based tool for functional profiling of gene lists from large scale experiments. Has web
interface with powerful visualization. Used for analyzing data from any organism.

Synonyms: G:Profiler, g:profiler, gProfiler

Resource Type: service resource, data analysis service, data access protocol, software
resource, production service resource, web service, analysis service resource

Defining Citation: PMID:21646343, PMID:17478515, PMID:31066453

Keywords: gene, high-throughput, genomics, visualization, statistical analysis, slimmer-
type tool, term enrichment, protein interaction, functional similarity, analysis, coexpression,
gene id, network enrichment analysis, orthology mapping, genomic locus, ontology or
annotation visualization, other analysis, ortholog, functional profile, gene list, ontology,
pathway, transcription factor, microrna, regulatory motif, protein-protein interaction,
biomolecule, gene expression, gene, homology, single nucleotide polymorphism, dna
polymorphism, chromosome, network analysis, disease gene, r

Funding: Estonian Research Council grants ;
European Regional Development Fund for CoE of Estonian ICT research EXCITE projects

Availability: Free, Freely available
Resource Name: g:Profiler
Resource ID: SCR_006809

Alternate IDs: OMICS_02223, nif-0000-31975



https://scicrunch.org/precise-tbi
https://scicrunch.org/precise-tbi/data/record/nlx_144509-1/RRID:SCR_006809/resolver
http://biit.cs.ut.ee/gprofiler/
https://pubmed.ncbi.nlm.nih.gov/21646343
https://pubmed.ncbi.nlm.nih.gov/17478515
https://pubmed.ncbi.nlm.nih.gov/31066453

Record Creation Time: 20220129T080238+0000

Record Last Update: 20260729T044140+0000

Ratings and Alerts
No rating or validation information has been found for g:Profiler.

No alerts have been found for g:Profiler.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 2078 mentions in open access literature.

Listed below are recent publications. The full list is available at PRECISE-TBI .
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