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STRAP

RRID:SCR_005675
Type: Tool

Proper Citation

STRAP (RRID:SCR_005675)

Resource Information

URL: http://www.bumc.bu.edu/cardiovascularproteomics/cpctools/strap/

Proper Citation: STRAP (RRID:SCR_005675)

Description: Software program that automatically annotates a protein list with information
that helps in the meaningful interpretation of data from mass spectrometry and other
techniques. It takes protein lists as input, in the form of plain text files, protXML files
(usually from the TPP), or Dat files from MASCOT search results. From this, it generates
protein annotation tables, and a variety of GO charts to aid individual and differential
analysis of proteomics data. It downloads information from mainly the Uniprot and EBI
QuickGO databases. STRAP requires Windows XP or higher with at least version 3.5 of
the Microsoft .NET Framework installed. Platform: Windows compatible

Abbreviations: STRAP

Synonyms: Software Tool for Rapid Annotation of Proteins, STRAP for GO Annotation,
STRAP - Software Tool for Rapid Annotation of Proteins

Resource Type: software resource, software application, data processing software

Defining Citation: PMID:19839595

Keywords: protein, gene, annotation, mass spectrometry, proteomics, visualization,
browser, differential analysis, analysis, ontology or annotation browser, ontology or
annotation visualization, differential analysis of proteomics data sets, windows, protein
annotation, data visualization, c#, pathway, FASEB list

Funding: NHLBI contract NO1 HV28178;
NCRR P41 RR10888

Availability: Open unspecified license, Acknowledgement requested

Resource Name: STRAP



https://scicrunch.org/precise-tbi
https://scicrunch.org/precise-tbi/data/record/nlx_144509-1/RRID:SCR_005675/resolver
http://www.bumc.bu.edu/cardiovascularproteomics/cpctools/strap/
https://pubmed.ncbi.nlm.nih.gov/19839595

Resource ID: SCR_005675
Alternate IDs: OMICS 02277, nlx_149115
Record Creation Time: 20220129T080231+0000

Record Last Update: 20260731T042714+0000

Ratings and Alerts
No rating or validation information has been found for STRAP.

No alerts have been found for STRAP.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 120 mentions in open access literature.

Listed below are recent publications. The full list is available at PRECISE-TBI .
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