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Proper Citation

T4-like genome database (RRID:SCR_005367)

Resource Information

URL: http://ecoliwiki.net/colipedia/index.php/T4-like_genome_database

Proper Citation: T4-like genome database (RRID:SCR_005367)

Description: THIS RESOURCE IS NO LONGER IN SERVICE, documented August 22,
2016. A database of information on bacterial phages. It contains multiple phage genomes,
which users can BLAST and MegaBLAST, and also hosts a Phage Forum in which users
can discuss phage data. Interactive browsing of completed phage genomes is available
using the program. The browser allows users to scan the genome for particular features
and to download sequence information plus analyses of those features. Views of the
genome are generated showing named genes BLAST similarities to other phages
predicted tRNAs and other sequence features.

Synonyms: T4-like genome database

Resource Type: data or information resource, database

Keywords: electron micrograph, genbank data, alignment to ortholog, blast server, dna
sequence, genomics database, hydropathy plot, interactive sequence, non-vertebrate,
pfam protein domain, protein sequence, protein statistics, sequence, t4-like bacteriophage
genome, tulane t4-like sequencing project, viral genome database

Availability: THIS RESOURCE IS NO LONGER IN SERVICE

Resource Name: T4-like genome database

Resource ID: SCR_005367

Alternate IDs: nif-0000-03532

Old URLs: http://phage.ggc.edu/

Record Creation Time: 20220129T080229+0000

Record Last Update: 20260729T044118+0000

https://scicrunch.org/precise-tbi
https://scicrunch.org/precise-tbi/data/record/nlx_144509-1/RRID:SCR_005367/resolver
http://ecoliwiki.net/colipedia/index.php/T4-like_genome_database


Ratings and Alerts

No rating or validation information has been found for T4-like genome database.

No alerts have been found for T4-like genome database.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 14 mentions in open access literature.

Listed below are recent publications. The full list is available at PRECISE-TBI .
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