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Proper Citation

Telethon Network of Genetic Biobanks (RRID:SCR_004658)

Resource Information

URL: http://biobanknetwork.telethon.it/

Proper Citation: Telethon Network of Genetic Biobanks (RRID:SCR_004658)

Description: Network of non profit association of Italian repositories to form catalogue of
biospecimens and associated data. Used to collect, process, preserve and distribute
biological samples and related clinical data from individuals affected by rare diseases,
their relatives or from healthy control individuals, with standards complying with Italian
laws and international recommendations. You may browse sample catalogue by diagnosis
or use advanced search option. Request for samples is granted only if project is in
agreement with TNGB mission and after receiving signed material transfer agreement
form.

Abbreviations: TNGB
Synonyms: Telethon Network of Genetic Biobanks
Resource Type: biomaterial supply resource, material resource

Defining Citation: PMID:24004821

Keywords: Italian, repository, catalogue, biospeciment, data, collect, process, preserve,
distribute, rare, disease

Funding: Telethon Foundation ;
Italian Health Department

Availability: Restricted
Resource Name: Telethon Network of Genetic Biobanks
Resource ID: SCR_004658

Alternate IDs: nlx_65989
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Record Creation Time: 20220129T080225+0000
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Ratings and Alerts

No rating or validation information has been found for Telethon Network of Genetic
Biobanks.

No alerts have been found for Telethon Network of Genetic Biobanks.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 29 mentions in open access literature.

Listed below are recent publications. The full list is available at PRECISE-TBI .
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